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NOTICES
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Types of Manuals

Five Instruction Manuals are provided with LabSolutions.
You can also display the [Help] menu to confirm the meanings
and setting ranges of parameters.

The following shows how to make full use of the manuals.

M Getting Started Guide

This manual is for first-time users.
Follow the sequence of procedures in this guide to gain
an understanding of basic LabSolutions operations.

M Operators Guide M System Users Guide

This manual gives comprehensive This manual is for system
administrators.

This manual describes system
administration and data

information about overall
data acquisition operations in
LabSolutions, such as system

management.

configuration, data analysis, batch

processing, and report functions.

M Data Acquisition & M Installation &

Processing Theory Guide Maintenance Guide

This manual describes peak This manual describes installation

detection and quantitation of sample and maintenance of the LabSolutions
software.

components (for advanced users).

The meanings of symbols used in this manual are
as follows.

M Help
A Useful advice for convenient
Refer to [Help] to learn more about QM instrument operation
e eliepieyee silo aluon, ﬂ@ Shows where to refer to in the
Click the on-screen [Help] button Reference Operators Guide

or the [F1] key on the keyboard to
display [Help].



What LabSolutions Can Do

LabSolutions software is very easy to use, while incorporating high-grade functions.
It provides powerful support for automating and improving the efficiency of sequential
data acquisition and analysis operations.

Use LabSolutions to perform the following functions.

» Control of analytical instruments and data acquisition
« Data analysis and viewing of data

» Creation and printing of various customizable reports
« Data management

System Structure

This Getting Started Guide describes data acquisition operations with the assumption
that the system includes the following instruments.

Gas Chromatograph GC-2030 / GC-2010

e Autosampler AOC-20i

» Split/Splitless Injection unit (SPL)

« Capillary column: Stabilwax 30 m x 0.32 mm I|.D, 0.5 pm-thick film

 Flame ionization detector (FID)



File Types

Data file (.gcd)

This file contains all analysis results and acquisition information from the following files.

Method file (.gcm) Batch file (.gcb) Report format file (.Isr)
Acquisition conditions, This file is used for This file is used to print
analysis conditions, continuous data acquisition data acquisition results.
calibration curve information, of sequential samples.

and etc.



-Checks Before Operation-
ata Acquisition | low

STEP @

Set Up the
Condltlons

Set up the data acquisition conditions to
suit the component to be measured.

Before starting data acquisition, set up the data acquisition conditions on
LabSolutions.
For the data analysis operations described in this manual, set as follows:

50 °C (3 min retention) — 150 °C (2 min retention)

Column oven temperature . .
(temperature rise speed 10 °C/min)

Injection unit temperature 250 °C

Carrier gas He, linear velocity 40 cm/sec, linear velocity mode
Sample injection method Split method

Split ratio 1:25

Detector temperature 250 °C

Alcohol mixed samples, 100, 500 and 1000 ppm

Sample
standard samples, and 2 unknown samples

J

-
STEP @

Data
Acquisition

When you have finished setting up the data acquisition
conditions,

start off by acquiring the data.

On LabSolutions, the operation of analysis samples one at a time is called
"single run™.

To evaluate the data acquisition conditions, change the data acquisition
conditions, measure standard samples and unknown samples, and check
the separation state of the target component.

Perform data acquisition on other samples using the data acquisition
conditions that provided the optimum separation state.

[E%D 3 Single Run P.27

Reference

~N




Setting up the data acquisition conditions and
optimizing the data processing parameters are
important for obtaining better data acquisition results.
This section describes the basic flow of data analysis.

-
STEP @

Analysis

-

Process the acquired data, and
apply the analysis conditions.

Normally, multiple data is analyzed to determine peak integration
conditions so that consistent results (e.g. repeatability of retention time
and peak area, detection limits of target components, and linearity) can be
acquired.

When the data analysis conditions have been fixed, quantitative calculation
(i.e. investigation as to how much of the target component is contained

in the sample) is performed on the unknown sample based on the data
analysis results of the acquired standard sample.

To perform quantitation, a calibration curve must be made from the known
concentrations and peak area values of the standard samples. This
calibration curve is used to calculate the concentration of the unknown
sample.

IE%D 4 Data Analysis P.29

Reference

-
STEP @

Realtime
Batch

-

Perform data acquisition on sequential
samples together.

Realtime batch is performed to measure sequential samples continuously
when the data acquisition conditions have been fixed by performing a
single run.

IE%D 5 Realtime Batch P.35

Reference

6 Multiple Data Analysis P.44

Reference

-
STEP @

Data
\Management

Display the data files acquired using
realtime batch in step (4 by specifying
filtering conditions in the Data Manager.

The Data Manager can display PDF files created during data acquisition.

l]% 7Data Management P.52

Reference




_abSolutions Main Window

Select Project... | [Project]

Displays the currently open project. Projects comprise instruments,
users, data, and other relevant information.

Click to open the project selection window.

LabSolutions JAain (System Administrator) [Instruments]
File View Prfl-ess Window Help The analytical instruments connected to the PC are
& ? ®. displayed as icons.
Current Project: Default P Double-click ‘ to start the [Realtime Analysis] program

|ALL where data acquisition settings are set and data is acquired.

Instrument Zg®

3

Instrument 1

[Postrun]

Displays the icons for the [Postrun Analysis] program (data
analysis), and the [Browser] program

(chromatogram display and quantitative calculation of
results).

[Administration]

Displays the icons of the system administration programs
for data management, setting security policies, user
administration and the log browser.

E

[zl l o

[Manual]
Displays the icons for the various PDF manuals and Help
menu provided with LabSolutions.

L

B LabSolutions Main Programs and Main Windows

[Realtime Analysis] [Postrun Analysis] [Browser]
program program program

\ 4 \ 4 \ 4

ant Browse

Realtime Batcl window

Data Acquisitio R indow Data Analysis

or realtime batc

window
analyzing da

window
acquiring dat




B LabSolutions Windows

The following example describes the
[Realtime Analysis] program window.

Title Bar
This bar displays the names of the current program, window, loaded file, and other information.

Menu Bar
This bar displays the current window and menus that are available based on the operating rights of the current user.

ﬂ‘EiIe Edit View Method Instrument Acquisition Data Teols Window Help

Toolbar
This bar displays icons of frequently used menu items and icons for operating analytical instruments.

D3H |« @ (&R BA|l¢® P

Doy
IR H e ? 0 ?
Assistant Bar Data Explorer Window
This bar displays This sub-window In the [Realtime Analysis] program, [Data Acquisition],
icons for frequently displays files for the [Realtime Batch] and other windows are displayed as icons
used data acquisition selected project and on the assistant bar.
operations. instruments. In the [Postrun Analysis] program, [Data Analysis],
i =) [Calibration Curve], [Report Format] and other windows are
| wain | b displayed. Switch the windows by clicking the icons on the
.ok fons\ampleC._ — assistant bar. Instrument Monitor (right side of the window)
E, Filename Me: check the acquisition conditions and connections.
r &) Tutorial_Method  6/17]
Instrument GCReady &C =i ]
Parameters Line 1 hem| Val| Uni| Gl
Sample Name Vial# [i]
S ample D
Drata Comment : N1 [0 C
GC INJT | 0.0 [kPa
System On [GC Running Time: 5,55/ 15.00 min DET1: 1834t .PTEL g :b”o” =
?")E‘H 100y Ti o078 M\Dt( ‘MEHM:’Z:%" PnEar b -
Colum| 0.0 [C
@ 0 75 B 3 100 125 150 175 min % DETT[00]C
Eitart B Instrument Parameters View M@ End Time . 1%.00 min ﬁ [
Single Run (8l noc [T ee]
Injecton Volume: 10 | (10.00L syringe) é
4 n » # of Rinses with Presolvent: 0
# of Rinses with Salvent{Post): 1
Comment: # of Rinses with Sample: 2
Plunger Speed(Suction): ©Midde © Low
Viscosity Comp. Time: sec
Plunger Speed(Injection): JHgh @ Midde © Low
Snapshot Syringe Insertion Speed: @Hgh Olow
Injection Mode: Normal Set...
!"E].I? H _“L El ‘} "Q . advanced.., e
'__J 41k Deta Acquisi Detal..
Output Window
This window displays an operation history and error messages that occur.
E -- 5o E
Start the baseline check. DET1 ASTM noise 0.00-15.00min(Criteria 50.00uV), drft 0.00-15.00min(Criteria 5000.00u\V/h) | &
Failed the baseline check Pass ASTM noise - 18.36uV, drift : -0.32u\/h |"'
[« [» [\ Message / I 1 3
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B How to Open Windows

Note that a project must be selected in order to open windows. Reference 1 start up p.12

Set the Data Acquisition Parameters and Execute a Single Run:
Open the [Data Acquisition] window from the main window.

@ 2 Set the Instrument Parameters P.20

Reference

n (System Administrator] I

Window Help

3 Single Run P.27

Reference

V[Realtime Analysis] program

44 V[Data Acquisition] window

=)
Data B
Acquisition
s * —
oo | =]
1| T contin Gt v
- =
zigllz]) L Ezhskganesr T Tem 000 C
e et 3
10000€ g
AL i
oo 75 o 75 100 115 mn
. . e [ e R
AMain Window [ 20c2 ) cotmm | 8 oo | B cenma [ adceme] )
Invecton Volume: 10 W (100 ul syringe)
=
| 8 o e )
=|i == T Sub Message T T Hi
‘ B

Continuous Data Acquisition of Sequential Samples:
Open the [Realtime Batch] window from the main window.
l]% 5 Realtime Batch P.35

Reference
LabSolutions Main (System Administrator] |
File Vie Window Help

V[Realtime Analysis] program

V[Realtime Batch] window

5C Aurning Tme 078/ 1 0 DETT: 512607

———
e S =

Object: ure

Warual 2 | s Corton
£ [ me S

) Tutoriol Bochach  Ecitg

s
) Lo TGrkon 0 Unknows Tutoral_Viethot
i Whsiey im0z ¢ Unkoam | Toaro- s || [SETT Tomosr [o0mc

AMain Window

o ;
o
o ;
o |
o= T S Message e i H
[T\ wessage / 1+ (i 5
[ C: 115GB Free NUM




Data Analysis and Quantitative Calculations:
Open the [Data Analysis] window from the main window.

— Doub[e\\ — Refeance 4 pata Analysis P.29
Click !

=

V[Postrun Analysis] program

7 &
g

e |
(=[x
|z
TS T
o e et Nane]
| e e i lEEEEE] R
Instrument 1 5 (et gkt o
: e
: ehls
Main Wind s
AMain Window e
9 & e
o T
Fesk Teble | canpound [ G | ‘ntegraton |igensicaton | | [roun [perfel ]
b T e T
el | w
3 €67 EEiE) 14002 . -
= : —
i = .
Version 1 [raences.. ]
T
=
SR B
[Nt 1o |-
‘- Postn Betch (] Dets Aeiyss
[Data Analysis] windowp

Multiple Data Analysis and Quantitative Calculations:
Open the [Quant Browser] window from the main window.

Reference

Click !
=~

LabSolutions Main (System Administrator) ]
De Yo Undow Hep Double \\ > 6 Multiple Data Analysis P.44

V[Browser] program
L5 = =

Quant Browser

ElEEE

[ Wi o Emes
Coronund [Goup [ erfomence | Cusion | Q€ Grecs [ Retesonigen]  [+[2

Instrument | ]

AMain Window

JC coo G | A specum|
- ametos e
{2 Resene | “nseams

00

[Quant Browser] windowp §
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Start Up

: This chapter describes how to start up LabSolutions.

Rn%: Refer to "GC Data Acquisition" in Operators Guide for details on the "Data Acquisition"
° eference

: window.

Supply gas to the GC.

Open the main valve of the carrier gas and other gases to supply gas to the GC.

Turn the GC and peripheral devices on.

Turn the PC and printer on.

Double-click %ﬂ on the desktop.

i 11:58 AM

The [Login] sub-window opens.

12



1 Start Up

Log in.

lUser io; | - é Enter "Admin".

= -

Select a project.

Upon initial startup, the project selection window is displayed after logging in. In this
case, select the desired project. For subsequent startups, the [Realtime Analysis]
program opens using the project selected when the previous session was closed.

;‘g')’: The [Select Project] window is
Mt also displayed when logging in
for the first time using a newly

a created user.
ll OK I l Cance Help

ﬁce Refer to "System Management" in the Operators Guide for details on creating users.

Open the [Realtime Analysis] program.

Click ! \
=~

Continued on the following page ||l»
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Open the [Data Acquisition] window.

Al

__9.“_,“ Click here if the [Main] assistant bar is not
displayed.

@ lain GCNot Ready

Line 1

Sample Mame :
Sample [D -
Drata Camment :

GC Running Time: 1.02 / 60.00 min DETT: -3232u

Mamal. | &dvanced End Tirne : £

= a In a normal state, [Not Ready] or [Ready] is displayed
GC|N0’( Ready 1 for the status.

c ; Follow the recommendations below if
- ample Mamne : L
Sample 1D : [Not Connected] is displayed.

& Data Comment : + Ensure that the power is ON.
- » Ensure that instruments are connected correctly.

GC Running Time: 1.08 4 60.00 min DET1: -271 00 § . .
» Ensure that the system configuration settings are

00000 0TEE=TTT T correct.

ﬁce [Re-Set the System Configuration] P.16 for
7 details.

B Instrument Parameters View Hormal T

14



1 Start Up

GCNot Ready
Line 1

Sample Mame :

Sample D AP
[rata Comment : Total F

ﬁ 'S/ B0.00 min DETT: 277 Duy

@_ i e SR DET1 [ @0]C
Smmun 2 O ] L :‘ : e

ltem | Va | J"l'.l Cird

Momal. ][ Advanced End Tirne : B0.00 rin Dowinload
Realtime Analysis
: . [2334] Download the Instrument Parameters 7 This message sometimes
(OK:Download and System On, Cancel:System On only) . . .
i : ’ is not displayed.
I[ OK ] [ Cancel Help
n
| |

1=
1
GC|Ready O Make sure that [Ready] is displayed
Acquisition — ] for the status after the GC temperature
- Sample Name : and other preset values are reached.
Sample 1D :

15



LabSqutions\

"l want to connect to the system."
"l want to change the system configuration."

[ ] [ ]
000
In such cases

. Re-Set the System Configuration.

Open the [System Configuration] sub-window.

- Click here if the [Main] assistant bar is not
Hint  displayed.

. Iain GCNot Ready GC ot Read

Line1
&
B |
System
Configuration '

ltem | Va | J'1'|
Sample Mame : e

EO0.00 min DET1: -329200

System i e T F..f:'i'i' 3 500
Configuration :‘

B Instrument Parameters Yiew

il soc-2o

Momal. | &dvanced End Time : 60.00 min Dioweriload

The [System Configuration] sub-window opens.

16



1 Start Up

Open the [Data Acquisition] window.

==
> Astrument 0[ R »@ Instrument (Communication Settings)
T |J e
gﬁslljlle \\ i Analytical Line1
S
== The [Instrument] sub-window opens.
] oeTt
T A
> 4
==l
Select the GC to use. Click [[[Settings... [

e —1 9-1
Instrur =y Model immunication Settings Settings
GC GC-2010 nC Co l [Seftings... |

¥

Select [RS-232C] and [COM Port].

|
Commurication: e
COM Port : I

e\o—_w

b {

Click here to display each instrument
currently connected to the GC at
[Modules Used for Analysis] in the
[System Configuration] sub-window.

Continued on the following page “l»

17



Check that the system configuration is correct.

: — - 10 c2000

=] Analytical Linel . .
b’m aocz Double-click the unit,

o-ie

g n O and set the properties

€3 Column ’
i peT1 of each unit.

- Additional Heater

-4 Additional Flow
% apci

1

Click here to send the settings to the GC.

18



1 Start Up

LabSqutions\

"l want to change to another project.”

In such cases

Click [Select Project].

Select the desired project.

el | 0K i Cance Help
—
|
Click [OK] to change to the selected
project. The name of the selected project is
displayed.

19



Chapter

The data acquisition method (instrument parameters) are saved to the method file after

they have been set in [Control Panel] in the [Data Acquisition] window.
This chapter explains how to set the instrument parameters.

Open the [Data Acquisition] window.

Acquisition

'} This part is called control panel. The instrument
-|| status can be checked and the instrument
parameters can be edited.

Mxintensity: 0
Time Tnten -
annnnnj |
” Pras
nitor arur own. eclor
nd Time:

Zex

(@l System Check

Autosampler + Injeciion Port Column

4+ O ¢

5 )
Leak Check. Detector Detector

AOC-20i SPL1 Column FID1

Vialit SPL1 Temperature = Column Temperaiure FID1 Temperature

0 (1000 j1000 Jc lesn 1250 )C (500 ys00 Jc  []
SPL1 Pressure FID1 Makeup Gas Type 1
63.2 /632 kPa He
Column Flow FID1 Makeup Flow

256 256 mUmn _

A/

Switching Display Settings

In the [Display Settings of Instrument Parameter View] sub-window, you can select displaying

either the control panel or the instrument parameter view.

In case of GC-2030, you can switch [View Mode] ([Instrument Monitor] or [Instrument

Parameter]) on the [Control Panel].

20
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2 Set the Instrument Parameters

Click [Column] image on the [Control Panel].

[ wn ]| |a CReady

Line 1
Sample Mame
Sample [0
Data Comment
GG
GE Rrunning Time: 0.28 / £0.00 min FIDT: 0V

i
FIICT a0 Time

500000

L g

o T 20 = ah 5 50 7 B ab o o [EE) [EE) 4o 150 160 170 iEE) 190 min

i T | | | o L I\ J

End Time:  60.00 min Download Method: GC-2030.gcm

- - Click here to open the [Column] tab
h
Q of [Method Editor] window.

Acquisition Data Acquis.

Edit the time table for the column temperature program.

[ueex 1

Temperature; 500 T T 160.0
Equilibration Time: 30 min
ol e Golumn Information{Stabilmax)
Column I0:
5 Installation Date: 31872016
Column Max Temp: 4000 C 0.00 2.00  4.00
Leneth: 300 m
Calumn Oven Temperature Program: Total Program Time: 1500 min
Tnner Diameter: 032 mm ID
Film Thicknsss: 050 m Rate Temperature Hold Time -
- 500 ann \i‘
Sl 1 1040 1500 200
o 2 L[] L] 000
] onn on pao
4 [l o 000
] oo o 000
(] onn on onn
7 0nn on onn
8 0o o omol T

Qven Cooling Rate: C/min
Ovent Final Temp. Hold
Rate Temperature Hold time

0 - 50.0 3.00
1 10.00 150.0 2.00

Continued on the following page “l»
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4 Click other unit image and edit parameters.

GCReady
[
Sample Name
Sample D
Data Camment
GO
(GC Funning Time: 0.28 / 60.00 min FIDT: D

i
FIECT a0y

SPL
Temperature : 250 °C

500000

ol

AOC-20i
Injection Volume: 1.0 pL

0! T

=3

End Time:  60.00 min

FID
Temperature : 250 °C

Acquisition Data Acquis.

i°8

In case of GC-2030, you can select unit from the explorer bar at the left side of
[Method EditorJwindow

Line 1
T AOC-20i

# Advanced
-] sPLa

» Advanced

1 FID1

B General

Temperature:
Equilibration Time:

Calumn Infor mationd Stabilwas)

Colurmin I0:

Installation Date: 31852016
Column Max Temp: 4000 2
Length: 300 m
Inner Diameter: 032 mm ID

500 C

30| min

Cinlumn Oven Temperature Program:

In case of GC-2010, you can select unit by clicking tab on the [Method editorjwindow.

MNormal Advanced

End Time : 3.00 min

il roc-20i |7 mut | ligd Golumn | 65 DET1 | B Genersl | (D) Addrion

FUELLILN WU,

# of Ringes with Presolvent:

# of Ringes with Sample:
Plunger Speed(Suction}
Viscozity Comp. Time:

Plunger Speedilhjection):

Syringe Insertion Speed

# of Rinzes with Solvert{Post):

UL LU UL ST RS,

n
1
2
High Middle Low
n2 sEn
High Middle Lo
High Lo

Method  Untitled

22




2 Set the Instrument Parameters

Save the data acquisition conditions.

| Sample 10 :
b D ata Comment

GC Running Time: 1.97 # 15.00 min DET1: -2870u

Enter "Tutorial_Method".

!

l File Name:  Tutorial_Method

[_wen || |GCReady

Line 1
Sample Name
Sample |0
Data Comment .
& Click here to download the data
GC Running Time: 0.2 C g . .
PR acquisition conditions to the instrument. Mesintanaty: o
FIET(T 00 Time Ttan. -
5000004 p
o g
o 10 2b 4k 3] 60 7D eh 9 140 1o 190 190 140 150 50 170 140 1907 min
EndTime: 6000 m [aY Dwn? Method:  GC-2030.gcm

Aequisition Data Acquis.

23



LabSqutions\

Baseline Check

By the baseline check, you can check whether or not noise and drift values on the
baseline are within the preset time and at the threshold or below.
e DBaseline check parameters are saved in the method file.

Set [Baseline Check Parameters].

pise Calculation Method ASTIV -
» Detector Channe [Line 1JDET1 -
l Start End Threshold ’9
Syst 9 [¥] Moise: 0.0 = 15.0 min 50 N
. Sample Name : - y
Sapia D (EEE 0.0 15.0 min 5000 uvjh 9
Data Comment :
cC Maximum Time (mizg 15.0 Failure Action hd
GC Runring Time: 5.02 / 15.00 min DETT: -3315u c’_
::::::'1 =

Set both [Noise] and [Drift] to , and enter
[Start], [End] and [Threshold].

A/

;9: In the [Baseline Check] sub-window, the noise calculation method can be changed, and the maximum delay
"™ time when the result of the baseline check is [Fail] within the preset time. I3 Help for details.

Perform the baseline check.

— »

GdReady =1 ‘GCITesting baseline stability
. Sample Name : ’_ Sample Mame : |

After measurement ends, the check results are displayed in [Baseline Check Results] sub-window and
[Output Window].

[Output Window]

i‘ B Sub Message [~
Start the baseline check. DET1 ASTM noige 0.00-15.00min(Criteria 50.00uV), drift 0.00-15.00min(Criteria 5000.00uV/h) U

Failed the baseline check. Pass ASTM noise : 18.360V, drft : -0.32uV/h

{4 » [\ Message / |« u r
Baseline Check Results
Realtime Analysis E

e [270f] Passed the baseline check.

Failed ASTM noise : 18.36uV. drift : -0.32uV/h

 Fm—— | —

24



2 Set the Instrument Parameters

LabSqutions\

Slope Test

By performing the Slope Test, the peak detection sensitivity (Slope value) of peak
integration parameters can be automatically set from the status of the noise and
drift appearing on the chromatogram before data acquisition.
The slope value obtained by the slope test is effective when performing

® isothermal analysis. This section describes the Slope Test. ®

%

_p”; » Slope values refer to the numerical values for determining the peak start and end points.
Hin To be more precise, the peak start point is judged when a ascent slope exceeds the preset
value, and, alternatively, the peak end point is judged when a descent slope falls below the
preset value.

» Optimum Slope values can be obtained from the data by the Slope Test.

This menu is displayed by right-clicking
on [Chromatogram View].

= = The measurement result is
;r;;;r:o 1 T displayed when the test ends.
l (DET1) Slope Test
' Slope Test DETL =

—_1————————

» Test Time[sec] : 30.0 23 %
Advanced End Time :1 [r—

B Instrurnent Paramne

il acc-20

Setting Slope DET1 =

Slope : Ch1

To apply the measurement

result to the peak integration .‘ ——
parameters, click here. ) =

;?r_ To make preset values clearer, set a value rounded up to the
it nearest integer larger than the displayed slope value.

For example, set "200" for "195.218".

25



LabSqutions\

Default Folder and
Change the Default Folder

x
Folder »Seled Folder @ GC Read
\Sample\GC Lookin:  C:\LabSolutions\Sample\GC ftem | Va | ‘I""l G
Filename ,3‘-;. Computer *| | Mew Folder... it ] — i —
6/ & Local Disk (C1) o 0000 . —
This folder is the default 2 LabSolutions | .
folder. &-4a Common [
&y Data
- Manual :‘
... 0 MSLibrary s
= Jy Sample S
L nd Time :15.0
-y System
-y Template
LN e S, o
'l 1 ] » Help

Set this sub-window when changing
0.2 the folder or creating a new folder.

Comment:

26



3 Single Run

Chapter

Single Run

................................................................................................

This chapter describes the operation of measuring a standard sample once only (single
run) using a saved method file "Tutorial_Method.gcm".
First, perform single run using a standard sample.

Open the [Data Acquisition] window.

Open the [Single Run] sub-window.

GCReady
Line 1

Sample Mame
Sample D :
[ata Comment :

GC Running Time: 4 78 /1500 min DETT: -3115u

|4

Maomal. | &dvanced End Time : 15.00 min Dioweriload

The [Single Run] sub-window opens.

Continued on the following page ||l.
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Set the conditions for a single run.

In this example, set the conditions for pouring 100 ppm of alcohol mixed sample into
vial No. 1 on the auto-sampler, and injecting that sample.

oDﬁut.a File: Create inko:

Test.ged O = Enter "Test".
[ Auto-Increment: [T 2 V_E
S
vialz: 1
[ without sample Barcode: [ Vial# : 1
Syringe Volume: 10 uk
—
Advanced > 9 Cancel Help
L Click here to start the acquisition.
_9“_,“ Data acquisition automatically ends The status changes
‘ when the [Stop Time] (15.00 min) set in to Ready when data
the method file is exceeded. acquisition ends.

¢ fue) j oo
.4 p .7 kg —.—
Gl GCRunning l » ain GCReady
— GC Running Time: 4.20 / 15.00 min DET1: 16796E36uY = GC Running Time: 15.73 4 15.00 min DETT: -14u

wme  Click here to cancel data
acquisition midway.

28



4 Data Analysis

Chapter :
P Data Analysis

After single run ends, check the data to see if the peaks have been detected correctly.
This chapter describes how to change the peak integration conditions of the data

file "Test.gcd" obtained by performing single run to optimize the peak integration
parameters.

1 Open the [Postrun Analysis] program.

File - Nindo ._: - Double \\
- Click !
~

[|

Select the instrument.

S|tz = ]

]

K

2 Open the [Data Analysis] window.

—_9“_,,‘ Click here if the [Main] assistant bar is not

displayed.
£ Data A itled [
x x
. Main B Chiomatogram Yiew
!,&;ﬂ | FHllecing Toodfing, j Time  0.000 Infen &l
Data Analysp _;_J’ i — R —— e ~ =
Stat, - - s o

i ™ 3

] 3

o —
] ]
=1

A A A O | S sl T T

The [Data Analysis] window opens.
[ ysis] P Continued on the following page “l»
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Display "Test.gcd".

Click ﬂ on the upper section of the Data

== § Explorer and then double-click "Test.gcd".

B Chromatogram Yisw

&l

Height

B <> Method View - Peak Integration Parameters

. Filtering Condition:
z
i | File Name Status
&g -
5
0 Double \\
= Click !
5[l ~
o
o [ r
Acquired by System Admin
Date Acquired: 4/8/2009 6:2
Version: 1
Sample Type: Unknown
Level # i
Sample Name: Alcohol Midue
Sample 1D: Standard 100
Comment:

[« \—/

Reference R€fer to "Data Analysis”

chapter in Operators Guide for details on the "Data Analysis" window.
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4 Data Analysis

Enter the peak integration parameters.

x|
e B Chromatogram Yiew

[Method File Mame]
Tutorial_Method.gem
“ —| "L | |
| File me srotis : , SO S - : Click @ Edt to edit each
Testecd Editine [Sy: 25 5.0 75 0.0
parameter value.
z _ HEE N . .
g i || Click &¥iew to perform
£ # | processing on the data, and the
o Y 4 processing results are displayed
M 7500 V4 in [Chromatogram View] and
=000 & ( V4 [Results View - Peak Table].
5 == i‘_J == +— i j [vialt] l
B <> Results View - Peak Table , 9 2 Htod Viey - Peak Integration Parameters ‘S&V\g Edlt o
] ound | G :K M | Integration '— fication | Quantitative .| Compound | Groi~
Ret. Time Area Height Mark .
e L e e = @] Width : 3 sec
= ;iij i H esmpe: 1000 wyjmin ]
= o ? - s

Slope : 1000 uV/min |

<[+ \FID1-Ch1 / ¢

A1/

;9: Width values refer to the minimum half-width value (height 1/2 width) of the peak to detect.

" Noise peaks are removed by optimizing the Width value.

Determine the start and end points of the peak by the Slope value.

The positions where the absolute values of the baseline slope become these values are the start and end
points of the peak.

@ Refer to "Peak Integration Parameters" of the "Data Analysis" chapter in Operators Guide for

Referenc®  jetails on the Peak Integration Parameters.

Continued on the following page “l»
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5 Enter the quantitative parameters.

File Name Status.

B Chiomatogram View

[Method Fil Name]

T Tutorial_Method.gem

[Driginal Method File Name]
T Tutoril Method gem

Testecd Editing[System

BatchData et

| T

[Sample Name]
Alcohal Mistue

[Sample ID]
Standard 100ppm

e

[Date fcquied]
/2200 E:2004 PM

[Sample Type]
& Unknown

=]

0 ¢ ResltsYiew- Peak Table

[Commen]

8 | Hethod View - Guaniitalive Farameters. 9 View

“iegration | Identiication | Quantitatve |Compound [ Group [IALA %]

[ D N\FD1-cm1 £

N—

Unity
External Standard -
il

Calcuated by @aea O Heht ®

Calibration Curve
e Type: G
. (

Curve:@ Conc © Areapeight

S [s
# of Calb, Levels 3 -

ZOOM ,

P

_Qﬁ_m Click ﬂ to enlarge the
window.

a4 V Y
(1) )
& < Method View - 17 tative Parameters £ Vie m
LSotegration | Tdentificatic [ | Ouantitztive \] ompound | Group | Performance [ Custom [ QC Check [ Retention Index|
6Q_uanﬁtmjve Method: 1
| [Extemal Standard - s Quantitative Method : External Standard
Calculated by: @) Area (23 Height ; ;emmai Digits Significant
el’“alihraﬁnn e e Nicits
| Fofcab.levels: |3 2] [semple Information... : el # of Calib. Levels : 3
Curve Fit Type: [Linear v] Grouping Type:
Zerg: [Not Faorced v]
6 Weichtina Method:  [Nane w|
”l % Axis of Calib. Curve:@) Conc. () Area/Height X Axis of Calib. Curve : Conc.
A\

» The [External Standard] method involves calculating concentrations
from the peak area (height) of unknown samples using a calibration

curve made based on a standard sample.

+ At [# of Calib. Levels], set the number of concentration points for the

standard sample required for creating the calibration curve.

* When creating calibration curves with the least squares method, set
[X Axis of Calib. Curve] to [Conc.].
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4 Data Analysis

Fill in the Compound Table.

[Method Fie Name]
thod gen

[Sample ID]
Standard 100ppm

[Aoqui
Syster

BatchData et

AEE T

B O Resits View - Peck Table B & Method View - Compound T able Goview [P Ed)

nisoraton | 1 tFeaton | Quaniiaie | Compourd [Groug [RIA12 ]

[ D# | Name | Type | Ret Time G
1 I I Target [ 0.001

ZOOM))
uP

N
NV

I & <> Method View - Compound Tablo ' S&Vieﬂg Edit

tearation | Identfication | Ouantitatiy l] Compound f] oup | Performance | Custom | o check | Retention Index |

<[> \FID1-Ch1 /

D& Name Type Ret. Time Conc.{1) Conc.{2) Conc.{3)
i 1-Propylalcohol Target 5,754 100.000 500.000 1000.000
2 Isobutylalcohal Target 6674 100.000 500.000 1000.000
3 lsoamylalicohol Target 8.705 100.000 500.000 1000.000
4 Tramet T n 00 KW [ 000N
Name Type Ret. Time | Conc.(1) | Conc.(2) | Conc.(3) Click &dView to

change the cell
background color to
Isobutylalcohol Target 6.674 100.000 | 500.000 |1000.000 yellow to fix the newly
edited parameters.

1-Propylalcohol Target 5.754 100.000 | 500.000 |1000.000

Isoamylalcohol Target 8.705 100.000 | 500.000 [1000.000

A

;9»_ » The result obtained by performing data acquisition is used for [Ret. Time].

Hint —+ Selecting the [Ret. Time] cell, and clicking the peak in [Chromatogram View] automatically
enters the retention time of that peak to the currently selected [Ret. Time] cell.
The retention time can be set by simply clicking the mouse.

Reference REfEr to "Compound Table Retention Times Using the Mouse" of the "Data Analysis" chapter in Operators
Guide for details on setting retention times.

Continued on the following page “l»
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Save the processing results to a data file.

Click here to save the processing results
to "test.gcd".

[Method File Name]
Tutorial_Method.gem

[Driginal Method File Name]
Tutorial_Method.gem

Filtering

File Name Staty
Testzed Editir

[Sample Name]
Eloohol Mistus

[Sample D]

Save the method file.

£/ FiD1 R4

[Methad File MName]

Apply to Method

Tutorial_Method gem

[Original Mathod Fils Name]
Tutarial_Mathod gom

Stat|
Editir

125 n [Sample Name]
Alcohal Mistuz

Batch Data Set

Click here to open the [Save Method As]
sub-window.

s

Hint

[Sample 10]
Standard 100ppm

[Bequired by]
Systemn Administiatar

[D ate Acquired]
4/8/2009 £:20:04 P

Click here to save the new
data processing parameters
to "Tutorial_Method.gcm".

. Data Processing Parameters E I l

- Quantitative Parameters

Peak Integration Parameters
Identification Parameters

Compound Table

Calibration Curve

Column Performance Parameters
Custom Parameters

Multi Chromatogram Table

Purity Parameters

Spectrum Parameters

Library Search Parameters

Set to -.'-=.'.'.-'_::

:9: To use saved data processing parameters for other data, perform either of the following operations to save the
new data processing parameters to the method file (in this example, "Tutorial_Method.gcm").
» Click [Save Data and Method File] on the [File] menu.

3 (Apply to Method) on the [Data Analysis] assistant bar (operation in step 8 above).
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5 Realtime Batch

Chapter |
P Realtime Batch

.................................................................................................

To perform data acquisition continuously on multiple samples (realtime batch), a Batch
Table must first be created. Batch Tables can be easily created by using the table easy
setting feature of LabSolutions.

5 1 Create a Batch Table

T ) In the following example, create a Batch Table with standard samples set to 1st to 9th
rows, and unknown samples set to the 10th and 11th rows.

Open the [Realtime Analysis] program.

Double \\
Click !
~

Ihstrumentl

Open the [Realtime Batch] window.

_9,“_,“ Click here if the [Main] assistant bar is not
displayed.

s

Endl Tirme : 15.00 min Dowinload

The [Realtime Batch] window opens.

Continued on the following page ||l»
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Edit the Batch Table.

mple Name

Select [New].

Set [Standard] to [+].

Vial# 1t03
Injection Volume : 1 L
Repetitions 03

Data File : Tutorial_Std

=

Standard Vial#: 1

Injection Volume: . 1

Repetitions: 3 !i,}

-
|
|

Tray#: ! i Al

| Dstarile: Tutorisl_Std

4

Injection Volume: : 1

Tray#: Repetitions: 1

| DataFile; | Tutorial_Unk

g
9
0: Unknown Vial#:

Set [Unknown] to [¥].

Vial# 4t05
Injection Volume : 1L
Data File

Tutorial_Unk

Click here to create a
Batch Table made up
of 11 rows.

— — —
- Standard () Tutonal_Method gem Tutonal_5td001 ged
1:Standard Tutorial_Method gem Tutorial_Std002.gcd
1:Standard Tutorial_Method.gem Tutorial_Gtd003.ged
-Standard Tutonal_Method gem Tutorial_Gtd004 god
1:Standard Tutorial_Method.gem Tutorial_Gtd005.gcd
1-Standard Tutonal_Method gem Tutonial_Gtd006.ged
7 “Gtardard Utorial_Method gem Titorial_5td007.gc
Standard ‘utorial_Method.gom Tutorial_Std008.go: [
‘Standard utorial_Method.gem Tutorial_Std009.gc:
0 Unknawn Utonal_Method gem Tutoral_Unk001 go [
1 5 0:Unknown Utorial_Method.gom Tutoria_Unk002.gc

,

_9 » In Batch Tables, you can set the sample information of each sample and output of reports.

I Refer to "Edit Batch Tables" of the "Realtime Batch" chapter, "Edit Batch Tables" of the

Reference

"Calibration Curves" chapter in Operators Guide for details on the editing batch tables.

* When performing cleanup, enter "-1" in [Vial#] if the autosampler is used.
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5 Realtime Batch

\‘io my Sample D | Sample Type | Level# | Report Output
- = = :
— ¥ (= ‘
3 T — :
Select here. Cop :
Sample Mame | ||
) [r—
Rows: 1 | s &
Name: [ Alcohal Mixture] [
Auto-increment
= Wiali g |1 Sample Name Sample 1D | Sample Type | Methed File | Data File ‘ Ley
1 1 Alcohol Midurs Tu I 5
2 Alcohol Midure T
3 1 Alcohol Midure T
4 2 Alcohol Miture
5 2 Alcohol Modure
6 2 Alcohol Midure
7 3 Alcohol Miture T
2 3 Alcohol Miture T
:] 3 Alcohol Miture
1 4 Liquor
1 5 Whiskey T
5 Enter a numbered series.
VialZ | Sample Name | Sample ID | Sample Type Method File Data File Levelft Report Output
5 2 Select here. z
= l£[| il Series
SampleID 9 | ||
Methed File Data File Level# | Report Output

Unknown01
Unlenown 02

Continued on the following page ||l.
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Directly enter remaining items to the Batch Table to

create the Batch Table shown below.

1 1 Alcohol Midure Standard 100ppm | 1:Standard:{I} Tutorial_Method.gem Tutorial_Std007.ged 1 F PeakReport _1lsr |
2 1 Alcohol Midure Standard 100ppm | 1:5tandard Tutorial_Method.gem Tutorial_Std002.gcd 1 ] PeakReport_1.Jsr 5
1 Alcohol Midure Standard 100ppm | 1:5tandard Tutorial_Method gem Tutorial_Std003.gcd | ¥ PeakReport_1 st 5

4 2 Alcohol Midure Standard 500ppm [ 1:Standard Tutorial_Method.gem Tutorial_Std004.gcd 2 V] PeakReport_1.Jsr |
2 Alcohol Midure Standard 500ppm | 1:Standard Tutorial_Method.gem Tutorial_Std005.gcd 2 @] PeakReport_1.sr §

2 Alcohol Midure Standard 500ppm | 1:Standard Tutarial_Method gom Tutorial_Std006 gcd 2 V| PeakReport_1 st 2|

7 3 Alcohol Moture Standard 1000ppm | 1:Standard Tutorial_Method.gcm Tutorial_Std007.gcd 3 ¥ PeakReport_1.sr 8
3 zohol Moture Standard 1000ppm | 1:5tandard Tutonal_Method.gem Tutoral_5t9008 god 3 [ PeskRepot_1 s <

3 Alcohol Midure Standard 1000ppm | 1:Standard Tutorial_Method.gem Tutorial_Std009.gcd 3 F PeakReport_1lsr |

0 4 Liquor Unknown01 0:Unknown Tutorial_Method.gcm Tutorial_LUnk001.0cd 0 ] PeakReport_1.sr 5
1 B Whigkey Unknown02 0:Unknown Tutorial_Method gcm Tutorial_Unk 002 gcd [i] ¥ PeakReport_1 s 5

Save the batch file.

Enter "Tutorial_Batch".

l File Name: | Tutorial_Batch|
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LabSqutions\

5 Realtime Batch

Quick Batch

GO
GC Running Time: 0.28 # 60.00 rin FIDT: 0¥

i
[FIoC o0

Create Batch Table Using

e You can also create a Batch Table using quick batch.

Maxintensity: 0

5000004

T Trten

o
[3 3 2 3

End Time:  60.00 min

Enter the sample

Select a sample type

Folder: G#LabSalutions¥Data¥Project |
| Vial# | Sample Name| Sample ID | Sample Type |

Method File

Data File

A

Batch Table

Olnknown

Folder C¥LabSolutions¥ Data¥Project |

Vial# | Sample Name | Sample ID | Sample Type |

Method File

(Auto Filename)

| Level# | Report Output
0

Add Batch Table

Data File

information. and vials.
1 ]

52

Method File: GC-2030.gam El © M standard @ [ Unknown

S T

Standard Unknown

Data File Name: (Auto Filename) Data File Name: (Auto Filename)

Report Qutput Report Qutput

Report: @ Report: 4

Sample ID: Sample ID:

Vial Number: 1 el Vial Number: 2 4

Number of Sample: 1 Mumber of Sample: 3

Repetitions T Volume: [ 10 e Repetitions: 1 Volume: |10 e

[

Batch Table 0 .

Click here to add settings to a Batch Table.
In this figure, a Batch Table for the standard
sample (vial 1) and unknown samples (vial

2-4) is created.

Start Cance Help

| Level# | Report Output | Report

T TurtorialStandard 001 TStandard() | roject I4GC-20308cm

TutorialSampled | 001 Tinknown roject FGC-203020m
3 3 TutorialSamplel 002 linknown voject 1#G0-20902cm
| — O TutarialSamplel | 003 inknown roject HGC-203020m

{Auto Filename)
{Auto Filename)
{Auto Filename)
{Auto Filename)

0

0

Start realtime batch.

0

ety

Reference

When [(Auto Filename)] is displayed in the [Data File Name] field, you cannot directly enter a data

Refer to Helb for details on operations ando the applicable mobile.

file name. To enter a data file name directly, click [Settings] in the [Quick Batch] sub-window.

On the [Data File Name] tab page in the displayed
[Settings] sub-window, clear the [Create filenames
automatically with] checkbox.

ASGI Conversion
General

File Gonversion
Bracket

QATIC

Data File Mame

Folder

Option Items
Startup

Type
Shutdown

39



2 Realtime Batch Processing

YT Execute realtime batch using the Batch Table you created.

Place the samples in the autosampler.

Vial 1 (level 1) Alcohol mixed sample 100 ppm solution (standard solution)
Vial 2 (level 2) Alcohol mixed sample 500 ppm solution (standard solution)
Vial 3 (level 3) Alcohol mixed sample 1000 ppm solution (standard solution)
Vial 4 Liquor (unknown sample)

Vial 5 Whiskey (unknown sample)

Start realtime batch processing.

Level# | Summary Type | Summary Report Format File

Reattime Batch

Click here to open the [Realtime Batch] and [Data
o Acquisition] windows simultaneously, and starts
data acquisition from the 1st row of the Batch Table.

Vial#t | Sample Name Sample ID_|_Sample Type | Method File | Data File | Levelsf | Report Output |  Report Format File | Data Comment | Summary Type |

GCRunning
e

IAC Runing Time: 0,32 # 5,00 min FID1: 175047

Click here to cancel data acquisition midway. IR
To edit the content of the Batch Table during =
= .| realtime batch, click m to pause realtime batch. | o =
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5 Realtime Batch

LabSqutions\

Print a Summary Report

Add items to display in the Batch Table.

Click here to add [Summary Type] and S 1

[Summary Report Format File] to the _Qﬁ_n. The order of display items in the

items to display in the Batch Table. Batch Table can be changed by
clicking [Up] or [Down].

Set up the summary report.

Row Number : 1to 3
|

nelp
% Report Format File SummaryRepart_4.lsr| le
N —
, r OL=1) --
1 —

Select "SummaryReport_4".

§ BT

LabSolutions ]

o

l'§ Summary Report Settings...

:?: After setting the summary report at Row Number: 1
Hint - to 3, set Row Number: 4 to 6, 7 to 9, and 10 and 11
in the same way.
Repeat step @) onwards in the same order.

Continued on the following page “l.
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Check the output configuration of the summary report.

When you have finished the output configuration of the summary report, execute realtime batch to

print the summary report.

‘Summary Report Format File

_Method | DalaFie | Summary Type
2 _Nathod oo arial_Gid0ll.g Summary Sttt

Summary Fun

SummaryRepet_AJsr

mmary End

ummary Sttt

SummaryRepot 41

Cmmary Fun

cmmary End

ummary Start

SummaryReport_4.lsr

Summary Fun
Sommary End

Summary Siat
Summary End

SummaryRepat_1isr

Reference R€fer to "5.2 Realtime Batch Processing” P.40 for details on executing realtime batch.

B [Printout Example]

Standard samples

==== Shimadzu LabSolutions Summary Report ====
<Summary Report>
Tutorial_Std001.gcd
0 2500 5000 7500 10000 12500 15000
0 - L . P I [ T - w
1ox
v
[ "'—'”Py"""@?}uqla\cohol
10 Isoamylalcohol
3 ]
5
Tutorial_Std002.gcd
5000 7500 10000 12500 15000
o - - P N L Y
- "r'u”y‘“'cfgb%ugla\cohol
10 Isoamylalcohol
El
5
Tutorial_Std003.gcd
0 2500 5000 7500 10000 12500 15000
0 - . . [ o N B L. . w
1 &
S
f
b T-PTopyIalcqigh tylaicohol
10 Isoamylalcohol
3
3
<<FID1>>
ID#1 Compound Name: 1-Propylalcohol
[ Data File Name Sample Name Sample ID Ret. Time Area Height Conc.
| Tutorial Std001.gcd Alcohol Mixture Standard 100ppm 5.74 25526 0934 00.000
| Tutorial Std002.gcd Alcohol Mixture Standard 100ppm 5.751 25804 0923 00.542
| Tutorial Std003.gcd Alcohol Mixture Standard 100ppm 5750 25768 0810 00.268
verage 5.748 25700 0889 00.270
%RSD 0.075 0.589 0.630 0.271
ID#2 Compound Name: Isobutylalcohol
[ Data File Name Sample Name Sample ID Ret. Time Area Height Conc.
| Tutorial Std001.gcd Alcohol Mixture Standard 100ppm 6.664 31725 3122 00.000
| Tutorial Std002.gcd Alcohol Mixture Standard 100ppm 6.673 32067 3194 00.536
| Tutorial Std003.gcd Alcohol Mixture Standard 100ppm 6.671 32162 3252 00.555
verage 6.669 31985 3189 00.364
%RSD 0.068 0.719 0.493 0.314
ID#3 Compound Name: Isoamylalcohol
| Data File Name Sample Name Sample ID Ret. Time Area Height Conc.
| Tutorial Std001.gcd Alcohol Mixture Standard 100ppm .696 31972 4335 00.000
| Tutorial Std002.gcd Alcohol Mixture Standard 100ppm 704 32338 4359 00.56
| Tutorial Std003.gcd Alcohol Mixture Standard 100ppm 702 32270 4653 00.23
verage 701 32193 4449 .26
%RSD 0.048 0.604 1.228 0.284
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Unknown samples

5 Realtime Batch

==== Shimadzu LabSolutions Summary Report

Sample Name
Sample ID

Data Filename
Method Filename
Batch Filename
Vial #

Injection Volume
Date Acquired
Date Processed

: Liquor

: Unknown01

: Tutorial_Unk001.gcd

: Tutorial_Method.gcm
: Tutorial_Batch.gcb
:1-4

1ul

: 4/9/2009 2:33:04 AM

1 7/13/2010 2:24:41 PM

Sample Type

Acquired by
Processed by

: Unknown

. System Administrator
: System Administrator

uv i I s |2 1FID1] FID1
8 S Peak# | Ret. Time Area Height ID#
’ 2= = 1 1.900 7737 5018
25000 % 3 E 2 3.299 10799 4830
1 z 2 |8 3 3.426 41993 16732
g 4 4.080| 42735188 8790611
J < 5 5733 20659 8448 1
\ “ 6 6.802 45081 17880 2
o - S N L, 7 8.722 90812 36867 3
T T T T I I 8 12.596 2747 680
0 5 10 _ 9 13.766 14329 5873
min 10 14.336 3850 1453
Total 42973196 8888393
FID1
ID# Name Conc. Unit
1| 1-Propylalcohol 85.137 | ppm
2 | Isobutylalcohol 143.676 | ppm
3 | Isoamylalcohol 277.442 | ppm
Sample Name - Whiskey
Sample ID : Unknown02
Data Filename : Tutorial_Unk002.gcd
Method Filename : Tutorial_Method.gcm
Batch Filename : Tutorial_Batch.gcb
Vial # :1-5 Sample Type : Unknown
Injection Volume :1uL
Date Acquired : 4/9/2009 2:54:45 AM Acquired by . System Administrator
Date Processed  : 7/13/2010 2:24:42 PM Processed by : System Administrator
uv 1 s s 1FID1 EID1 i i
100000 3 3 Peak# | Ret. Time Area Height ID#
] s 8 = 1 1.908 16371 9651
2z
] s 2 E 2 2.632 1945 989
1 T 8 8 3 3.305 49735 22059
50000 g 4 3.438 5679 1993
J o 5 4.118| 64884225 11137946
- 6 5742 43193 17713 1
0' [ 1 \ ’[ 7 6.798 126351 52765 2
T T T T 1 I 8 7.684 1424 666
0 5 10 - 9 8726 263828 110858] 3
10 10.489 2765 1054
11 10.983 2300 893
12 12.223 2935 1336
13 12.585 47370 18734
14 12.869 2493 1116
15 13.773 1625 623
Total 65452236, 11378396
FID1
D# Name Conc. Unit
11 1-Propylalcohol 168.318 | ppm
2 | Isobutylalcohol 394.559| ppm
[ ID# | Name [ Conc. [ Unit |
[ 3]Isoamylalcohol | 791.143[ppm ]
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Chapter

Multiple Data Analysis

The LabSolutions [Browser] program is handy for checking the quantitative calculation
results and chromatograms of multiple data.

In the [Quant Browser] window of the [Browser] program, you can check multiple data,
and change the data processing parameters of the currently displayed method file to

modify calibration curves and perform postrun batch on multiple data.

Reference R€fer to "Quant Browser" chapter in Operators Guide for details on the "Quant Browser"

window.

Open the [Browser] program.

Browser

Fezeriin

AEmIRIStRELIE )

Double
Click !
=~

|

Select the instrument.

B Quantitative Results View

| Data Filename

Sample Type

w
B
i | File Name Status

Tutorial Bate.. Editing[Svstem

Open the [Quant Browser] window.

B Method View - Compound T able

D& Name

Ret_ Time

Conc. (1)
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6 Multiple Data Analysis

Load the batch file.

A Method View - Compound Table
% u Samj TYDE ’’’’’ i Ret =0ra e Cation Quanttatve Group | Performance | Cu
- i detd D& == = Ere] ISTD Group | F
|@Tu«una\jamhgcb = l- - *
Drag and drop this file to display the
quantitative results data.
B Chromatogiam View B Calbration CurvesS pectium Yiew
]
g

Continued on the following page III.
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Confirm quantitative results.

B Quanitative Fesults Visw 0= | |« || {Propylalechel

Data Filename Sample Type Level#
L Totona_51a001 god Standard(Calc. Pol 1
w | B = Uorial_Std002 ge Standard(Calc. Po
= SRR Uorial_Std003 e tandand{Calc. Pol
2 Utonial_Std004 ac Standard(Calc P
i | File Name Status toria_51d005 g tandard(Calo. ol
Tutorial Bato.. Editing[System Uional_Std006 o tandard Cals. Po
7 Tutorial_Si3007.ged Standard{Calc.Pol 3
Tutoria_5d008 god Standard(Calo Pol E]
Tutorial_Sia009.ged Standard(Calc.Po 3
0 Tutona_Unic001 ged Urienarar| [1]
1 Tutorial_Unk002 ged Urknowr] 0

3 Methad Wiew - Compound Table oo View | [# Edit

Name

Conc (1)

5 Chromatogiam View

B Calibration Curve/Spectium Yiew
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6 Multiple Data Analysis

Modify Calibration Curves

Confirm peak integration parameters.

Confirm the peak integration parameters when peak detection is inappropriate.

Filterine

File Name Status

Tutorial Batc... Editine System

O Quenikative FesubsView oz 1 TR O Method View - Peak Iniegiation Paramelers 3 vien [AEQ
IC Data Flename Sewe e Tl Rl integraton | Quentitative | Compound | Group [ Performance [ cl«[*
I o
E Width: 3 sec
£ 1 Slope 1000 Wjmin
: £ i
Drft: 0 wimin PJ&
= C rogram
r T, DBL: 1000 min
e 1
-

Min, Area/Height: | 1000

Vw\stﬁd by: @ drea

counts Doise Drift Calculation

4

4‘6&%; E

9 ~Peak Iniegiation Parameters
'H Integration | 'nhﬁmhnn | Quantitstive | Compound | Group | Perfarmance [ custom | @ Check | Retention Index

wom: 3 sec
Slope: 1000 y j.

i - v
‘ S Frogram

y”
[ Min. AreajMeight: | 1000 counts Hm& Calculation.«:
Calculsted by: @ Area @) Height Advanced.

S
~

Click here to perform
postrun batch on all data.

Imla

™11 7/

O Calibration CurvesS pectrum View

A cabaue
'Y = 270.9025x - 2405.050
2= 09398318 (= 09999159

Area
4
250000

200000

150000

100000

50000

st Conc.

QuantBrowser| |||

| A Quznt Browser]

Make sure that these
values are appropriate.

Continued on the following page III.
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2 Confirm identification parameters.

Confirm the identification parameters and Compound Table when peaks are not identified correctly.

o
B Quartitative Results View  |pz P A Method View - Identfication Parameters &d View
—_— [ AL SSomtn v | B G el Fie N Integration| | Quantitative | Compound [ Group [ Performance [« [> |
s . = z Identification
5 e Windon Band: © Bard
: 2
£ | File Name Status 5
- Window: 5 %
Tuterial Bate.. Editing[System
i g Default Bardwidth: |01 | i
e 1
s | Identification Method: | bsolute Rt =
| Besk Selection: (All peaks. =
| Display not identfied pesks 25 peaks with zero areatheght)
dd the peaks with zero area(height) to gaibration level
tention Time Update:
@ None ©Replace ) Average
Parameters

ation ) anitstive. | Compound | Group [ Performance | custom | @ Check | Retention ndex

B Calibration Curve/Spectium Yiew

windaw Band: Window @ Band
Window: 5 % ﬁ T"z 2 Eua%%ﬁé 2'45 5u ggga\ 59
Diefault Bandwidth; |T| i T
= —— Make sure that these -
200000
A values are appropriate.
[Clzisplay not identified peaks as peaks with zero area(height) 150000
[] Add the peaks with zero areafheight) to calbration level 100000
Retention Time Update: <0000
@ None () Replace () Aversge
| =00 Conc
—

3 Confirm the Compound Table.

Filter ine.

Tutorial Bate.

File Name Status

O Quaniitative Resuls Yiew
D:

Filename

o Method View - Compound Table

Svim

Editing[System

i

Seimletyoe [RRITEvE Re W integration | | Quantizive | Compound [ Group [ performance [ ¢ ¢ [ |
D Name Type Ret_Time | Gonc.(1)
TPropylaicohal e 75k
arge 672
arget 705
e 001

Integration | Identification | Quan

& Method View - Compoind Tablz 9
itz Compound W roup [ Performance [ custom [ GC Chedk [ Retention Index |

O=z0

t

B Caitration Curve/Spectum Visw

| 1=
~\

1D# -
1-Propytalcohel argg e Calb Curve | 4 spectrum|
3
leoamylalcohel arget Y DBE&I]OB%E&):E 14:03 gggmsa
arget
Make sure that these zsooor
values are appropriate.
150000+
100000+
4 50000
[
] B Conc.
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6 Multiple Data Analysis

Confirm calibration points.

Filtering

B Quantitative Resulis View  pz

fisfad

1-Propyialcchol

Data Flename

Sample Type

Level#

G001 g

4002 go

003 gox

D04 g

File Narme

Status

d005.gox

Tutorial_Bate

o

inknown]

al_Unk002.ged

Inknown|

1 Method View - Compound Table

@ Edit

£ View

Name

Confirm the calibration curve.

S

B Cafiralion Curve/Spectium View

A Calb Curve __ Spectrum

70,9025 - 2405.050
1°2=0.3398318 = 0.9339153

1st row is set to

Area
250000
200000
150000+
& Quantitative Fesults Vi v 14
Data Filename Height % Accuracy] cal ype Level#t Ret. Time Area
Utorial_51d001 g 052 [ Calc Po 1 7 75526 0000
utorial_Std002 gc 052 lcPoi 1 751 25,804
Utorial_Std003.gc: 052 1040 | Stant Calc.Poi 1 750 25,768 : H
Utorial_Std0D2. gc 269 988 | [ Stan o Fo 7] 748 131412 500 Cenc.
Tutorial_Std005.ged 02828 ARk | T GrancariCoin Pl 7 5.745 131132
Utorial_Std006.gc t 74 1311
7 Utorial_Std007.gc 3 . 74 269,74
oS0 gz ‘| Make sure that the b £ | 3
Utorial_Std003.gc 3 .7 2688
0 Utorial_Unk001.gcd 3 H 1 H .7 20.659
: e ;|| calibration point on the Z ne

Save the method file and data file.

ting[Systerm

Level#t

Ret]

B Method View - Compound Table

D# |

&d view | [# Edit

i
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LabSqutions\

Export Quantitative Calculation Results

This section describes how to save quantitative calculation results as a text file.

& Quantitative Results View

Type Leveld Ret. Ti

Accuracy[%] | Cal. Point_| Sam

ll\ Export O Results...

T

Export to .
= ‘ Select [Output File], and
9""' ity i @ enter "QuantitativeResult"
@) Output File: QuantitativeResult] = as the file name.
Items to Output
9(:) All Ttems o Select [Items Displayed on

l (@) Items Displayed on the Screen the Screen.
l IDs to Cutput

0@9 all IDs Select [All IDs].
| () Designate IDs:

‘ Click here to save the "QuantResult.txt"

file in the Sample folder.

O —
l oK

Rle,eérence Refer to "Export the Quantitative Results” of the "Quant Browser" chapter in Operators Guide for details on
exporting quantitative results.
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6 Multiple Data Analysis

LabSqutions\

~SlmEne Print the Quantitative Results Table

To print a browser report, select [Print] at [Print Table] on the [File] menu.

System

[|| 5 PrmlIabTE ||§é Print Chil=P

Tutorial_Std009.ged
q =+
50000 5 . B ‘ 3 1 FIDY
1 ~ I < ©
~
] 6
100000~
50000 | “
] 9
3
0 ! L ‘ <
. T T .
0.0 25 5.0 75 10.0 125
min
Tuterial_Unk001.ged
uw ] 3 8 1FID1
] 3 N
< @
30000 ‘
1 o
© g
] g g
20000 h S
b 2 ©
] } 8
10000° 8 g p e 5 oa
= 5 & =8
| \ 8 :
ol — L R
0.0 25 50 75 10.0 125
min
Tutorial_Unk002.gcd
uv i © Q 1FID1
100000~ 3 l s
1 8 g 8
| < 4
50000~ @ J <
] 0 0
] s 8 ¥ | 4
3 | @ © o d I 3
1 2 8 ° 3 g8 & R Select [Edit Format] from
] o | ~ ee S e
[0 - - - int 3 A
e : : \ P [Print Table] on the [File]
0.0 25 5.0 75 10.0 125
min o
<<FID1 5> menu to edit the report
ID#1 Compound Name: 1-Propylalcohol
Data File Name Sample Name Sample ID Ret. Time Area Height Conc. format.
Tutorial_Std001.gcd Alcohol Mixture  Standard 100ppr| 5743 25526 10934 103.103
Tutorial_Std002.ged Alcohol Mixture  Standard 100ppi 5751 25804 10923 104.131
Tutorial_Std003.gcd Alcohol Mixture  Standard 100pp! 5.750 25768 10810 103.999
Tutorial_Std004.gcd Alcohol Mixture  Standard 500pp! 5.748 131414 56785 493.976
Tutorial_Std005.ged Alcohol Mixture  Standard 500ppi 5.745 131138 56542 492.957
Tutorial_Std006.gcd Alcohol Mixture  Standard 500pp! 5.749 131109 56645 492.848
Tutorial_Std007.ged Alcohol Mixture  Standard 1000pp) 5744 269780 118063 1004.735
Tutorial_Std008.gcd Alcohol Mixture  Standard 1000pp, 5752 269331 117871 1003.076
Tutorial_Std009.gcd Alcohol Mixture  Standard 1000pp| 5.750 268816 116155 1001.176
Tutorial_Unk001.gcd Liguor Unknown01 5.733 20659 8448 85.137
Tutorial_Unk002.gcd Whiskey Unknown02 5742 43193 17713 168.318
Average 5748 122049 52808 459.405
%RSD 0.096 85.800 86.819 84.141
Maximum 5752 269780 118063 1004.735
Minimum 5733 20659 8448 85.137
Standard Deviation 0.006 104717 45847 386.550
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Chapter

Data Management

The [DataManager] program in LabSolutions provides a convenient way to filter and
view the files used by LabSolutions, which include data files, method files, batch files,

Reference REfEr t0 the System Users Guide for details on the [DataManager] window.

and report format files, by specifying filtering conditions, such as the instrument name.

.ee

Open the [DataManager] program.

: pr—
Pastrun Browse: DataManager Doubl \
S~

DiataManager

Select [Data] for [Files of type].

A1/

:9: The Data Manager can be used to view information on methods, batches, and report format
Hnt files.
To view such information, clicking on [Show Method/Batch/Report Format in Database] in the
[Tools] menu allows you to select method, batch, or report for [Files of type].
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7 Data Management

Filter the data using the [Instrument Name] condition.

Filtering l Start

Filtering

Batch Data Set

(2]

l Instrumentl

Enter "Instrument1" for [Instrument Name].

Date Acquired
Madified

Continued on the following page IIl.
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Check the filtered data.

Filtering

Batch Data Set

Filterine

Check the filtered data file names.

Tutorial Stdild ged
Tutorial Std00Zgcd

Tutorial Std002 ged

] Data File Name
7 | [ Tutorial Unk00Zecd
< | [isd] Tutorial Unk00T gc
| [ Tutorial Stdb09ec
4 1 [ Tutorial Std0lgec

= £ | [ied] Tutorial Stddd7 ece

e} Tutorial Std005 ey
5| Tutorial StdiiG ece
s
L
L.
LY

Tutorial Std001 god

91372010 6E027
9/13/2010 85021
9/13/2010 5028
9/13/2010 6:50:27
9/13/2010 60026
9/13/2010 60026
9/13/2010 6:50:25
9/13/2010 6:50:25
9/13/2010 6:50:24
8/13/2010 66318
971372010 66023

Registered by
System Adminiir
System Administr
System Administr
System Administr
System Administr
System Administr
System Administr
System Administr
System Administr
System Administr
System Administr

Date Acquired | Acquired by

073000 25445 - Gystem Administr
4/0/2009 23304 System Administr
4/3/2009 2112 ' System Administr
4/3/2009 14340 System Administr
4/9/2009 12758 System Administr
443/2009 10617 System Administr
4/8/9009 12:44:32  System Administr
4/8/9009 129252 System Administr
4/8/2009 120109 System Administr
4/3/2000 1130:25  System Administr
4/3/2000 111635  System Administr

=

91372010 65027
9/13/2010 &:50:20
9/13/2010 6:50:27
9/13/2010 6:50:27
9/13/2010 65026
9/13/2010 65026
971372010 65025
9/13/2010 6:50:24
9/13/2010 65024
871372010 65317
971372010 6:560:23

Updated by

System Adminisit
System Administr
System Administr
System Administr
System Administr
System Administr
System Administr
System Administr
System Administr
System Administr
System Administr

Instrument T
G
GO
GC
GO
GO
GC
Gc
Gc
Gc
GG

5 Check the information of the selected data.

Click on "Tutorial_Std002.gcd".

Check the information contained in the data.

Detector |Channel/W| Line | Peak# | ID# | Retention |Relative R Concentra| Unit | Area Height | Peak Start] Peak End

[FIDT FIOT T T i 0000 715184 . 20038672 3002 51054

2| FID1 FID1 1 2 1 5751 104131 ppm 25804 10922 5680 5960

3| FID1 FID1 1 3 2 6673 103507 ppm 32067 13194 6608 6814

1 4 3 2704 103827 ppm 0338 14350 8634 8844

1 5 537 0000 1518 i) 9282 9404

GC
Detector | Channel/W| Line Peaki# ID# Retention | Relative R| Goncentra Unit Area Height | Pea

1 FIC FID 1 1 4261 0000 215182424 20938578
2 | FID1 FIDA 1 2 1 5./51 104131 :ppm 2h804 10923
3 |FI FIDT 1 3 2 6673 103501 - ppm 32067 13194
4 | FIDT FID1 1 4 3 8.704 103827 ppm 323498 14359
5 |FIM FID 1 5 9329 0000 1518 7
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7 Data Management

Display the PDF result file for the data file.

Click on "Tutorial_Std002.gcd".

Double-click on " T3 Tutorial_Std002.pdf *".
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B PDF Result File

9/13/2010 6:53:16 PM Page 1/ 1

SHIMADZU

~ Labsolutions Analysis Report

<Sample Information>

Sample Name : Alcohol Mixture
Sample ID : Standard 100ppm
Data Filename : Tutorial_Std002.gcd
Method Filename : Tutorial_Method.gcm
Batch Filename  : Tutorial_Batch.gcb

Vial # 141 Sample Type : Standard
Injection Volume  : 1uL Level 1
Date Acquired : 4/8/2009 11:39:26 PM Acquired by : System Administrator
Date Processed  :9/13/2010 6:53:14 PM Processed by : System Administrator
<Chromatogram>
uVv
15000 ® © 3 FID1
1 N © =
< © ©
] d
6
10000
5000+
i >
1 3
] @
o 1 e
——— —
25 5.0 7.5 10.0 125
min

<Peak Table>

FID1

Peak# Ret. Time Area Height Conc. Unit Mark Name
1 4.261| 215182424 | 20938578 0.000
2 5.751 25804 10923 104.131 | ppm 1-Propylalcohol
3 6.673 32067 13194 103.501 | ppm Isobutylalcohol
4 8.704 32338 14359 103.827 | ppm Isoamylalcohol
5 9.329 1518 773 0.000

Total 215274151| 20977827

Sample_GC_EN - 0-1/0-7 - Tutorial_Std002.gcd
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7 Data Management

LabSqutions\

wwee Open the [Postrun Analysis] Program.

The procedure for opening the [Postrun Analysis] program from the Data Manager

is described below.
O )

Select "Tutorial_Std002.gcd", right-
click on the file name, and then click

Filtering . . .
'é" [Open Wlth Related App"catlon]' | Reeistered by [ Date Acquired | Acquired by | Modified | Updated by |Instrument T
2 System Administr | 47072000 25445 System Admmnisir | 0/13/2010 65022 System Administt | GG
c 2 tutorial_ unis lenu-1n w7 1/ 2010 boU2T - System fdministr | 4/0/2000 23304 System Administr  0/13/2010 55020 System Administr GG
3 Juud) Tutorial Stdoc [l 0-14 3/13/2010 65028 System Administr | 4/3/2008 21125 System Administr | 9/13/2010 650:27 | System Administr GG
4 Tutorial stdoc Wl 0-13 /13/2010 65027 System Administr | 4/3/2009 14340 System Administr |9/13/2010 65027 System Administr | GG
5 [uan Tutorial Stdoc [l o 012 3/13/2010 65026 System Administr | 4/3/2008 12755 System Administr ' 9/13/2010 65026 System Administr GG
i 6 [uat) Tutorial StdoC 011 9/13/2010 55026 System Administr | 4/3/2008 10617 System Administr 8/13/2010 65026 System Administe GO
7 Tutorial St 010 2/13/2010 55025 System Administr | 4/3/2000 124250 System Administr |8/13/2010 65025 System Administr GO

— | 3/2010 65095 System Administr 4/9/2008 120252 System Administ  9/13/2010 65024 System Administr GO
372010 65024 System Administr  4/9/2009 120100 System Administr - 413/2010 65024 System Administr GG
il dr 1

17

Batch Data Set
4

n
System Administr - 9773,/2010 650:23 System Administr GO

[E=R [ )
le Edit View Method Layout Tools Window Help
=, | m
)0 & | B 3|
B Chiomatogiam View
i [Method File Name]
DEiiaEs e i piersh LU Tutoril_Method.gem
Filtering Condition: (=] e : &
10000-] [Driginal Method File Mame]
~ Tutorial Method gem
Datz Report I | File Name Status g [Sample Name]
|1t Tutorial Std0.. - T T T T T Aloohol Misture
15 25 50 75 100 125 min
[25] Tutarial Stdl.. - [Sanple ID]
" 5 | 1] Tutorial Sta.. - oy Max intensty : 21,044,150 Standard 100ppm
Apply to Method & | ] Tutorial Stan.. - 1500001 Time 0278 ten, 4 . " by
2 ~ cauired by!
2 | i Tuterial Std.. System Adminisirator
5 | Tutorisl Stan.. - 12500
& | o8 Tutorial Stan.. - [Date Acquired]
| ] Tutorial Std.. - Editing Sy s 4/8/200911:39:26 PM
2] Tuter al Stll.. - [ GompleTyel
ﬁ;u:nma:_ﬁn;g - s L Standard
) Turtorial Lnk.. -
Manual Peak eve]
Integration 5000+
[Comment]
2500 =
{Ini Volume]
i L g !
25 50 75 100 125 min
0 & Resulls View - Paak Table: 0 ¢ Hethad View - Peck Integration Parameters @ Edi
Peak Table | Compound | Group. [ Calibration Curve | Tntegration i | Quantitztive [ Compound [ Group [ Performance [ custl+ (|
Peakii| Ret_Time Area Height Mark Ce }
F 215182428 20938578 | sec
751 25204 10923 S i
67 32067 13194 i
i 32338 74359 | wmin
325 1518 773 S
otal 215274151 20577827 L. o8 | min
e " Min. AreaHeight: | counts [umse/bn&ca\uﬁanm.. ]
Aoy Calelated by: @ Area Height
Date Acquired
Version
Sample Type:
Level #
Sample Name:
Sample ID:
Cemment:
<[ \FiD1-Cn1 / |« | (T— y
Data Andlyes |
UM

The [Postrun Analysis]
program opens.
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Chapter :
7"\ ShutDown

.................................................................................................

Last of all, this chapter describes how to exit LabSolutions.

Stop the GC.

item | Val | Unit| Cud

GCReady

== GC Running Time: 15.73 ¢ 15.00 min DET1: -14uy




8 ShutDown

Select [Exit] when the oven has cooled down.

DoE=

L3
100 min DETT: -19uy

T N TN T N I e S O B

=

B Mommal. | Advanced End Tirne : 1500 min Download

Exit Alt+F4

Click [Yes].

Realtime Analysis

[030e] Save current method file?

Default Project - Instrumentl - Tuterial_Method.gem

Yes

o

Cancel [ Help

A/

:9: When there is a file that has not yet been saved, a window to
Mt confirm whether or not to save the file when exiting the [Realtime
Analysis] program opens.

Continued on the following page III.

59



Exit LabSolutions.

If the [Postrun Analysis] program or [Browser] program is open, click [Exit] on the [File]
menu of each program to exit the respective program.

Exit

Shutdown Windows, and turn the PC and printer off.

Turn the GC and peripheral devices off.

Close the main valve of the carrier gas and other gases.

60



	1 Start Up
	2 Set the Instrument Parameters
	3 Single Run
	4 Data Analysis
	5 Realtime Batch
	 5.1 Create a Batch Table
	 5.2 Realtime Batch Processing

	6 Multiple Data Analysis
	7 Data Management
	8 ShutDown

