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NOTICES

* All rights reserved, including those to reproduce this manual or parts
thereof in any form without permission from Shimadzu Corporation.

* The information in this manual is subject to change without notice and does
not represent a commitment on the part of the vendor.

* Any errors or omissions which may have occurred in this manual despite
the utmost care taken in its production will be corrected as soon as
possible, although not necessarily immediately after detection.

* Maintenance parts for this product are provided for seven years after
production has stopped. Please note that we may not be able to provide
maintenance parts after this period. However, for parts that are not genuine
Shimadzu parts, the period of provision is determined by the manufacturer.

* The contents of the hard disk in a PC can be lost due to an accident.
Backup your hard disk to protect your important data from accidents.

* If the user or usage location changes, ensure that this Instruction Manual is
always kept together with the product.

©2010 Shimadzu Corporation. All rights reserved.




Types of Manuals

Five Instruction Manuals are provided with LabSolutions.
You can also display the [Help] menu to confirm the meanings
and setting ranges of parameters.

The following shows how to make full use of the manuals.

M Getting Started Guide

This manual is for first-time users.
Follow the sequence of procedures in this guide to gain
an understanding of basic LabSolutions operations.

M Operators Guide M System Users Guide

This manual gives comprehensive This manual is for system
administrators.

This manual describes system
administration and data

information about overall
data acquisition operations in
LabSolutions, such as system

management.

configuration, data analysis, batch

processing, and report functions.

M Data Acquisition & M Installation &

Processing Theory Guide Maintenance Guide

This manual describes peak This manual describes installation

detection and quantitation of sample and maintenance of the LabSolutions
software.

components (for advanced users).

The meanings of symbols used in this manual are
as follows.

M Help
e, Useful advice for convenient
Refer to [Help] to learn more about Qlim instrument operation
th? el EyE ulo-pilneton [‘@ Shows where to refer to in the
Click the on-screen [Help] button Reforence Operators Guide

or the [F1] key on the keyboard to
display [Help].



What LabSolutions Can Do

LabSolutions software is very easy to use, while incorporating high-grade functions.
It provides powerful support for automating and improving the efficiency of sequential
data acquisition and analysis operations.

Use LabSolutions to perform the following functions.

» Control of analytical instruments and data acquisition
» Data analysis and viewing of data
» Creation and printing of various customizable reports

System Structure

This Getting Started Guide describes data acquisition operations with the assumption
that the system includes the following instruments.

Gas Chromatograph GC-2010

e Autosampler AOC-20i

» Split/Splitless Injection unit (SPL)

e Capillary column: Stabilwax 30 m x 0.32 mm 1|.D, 0.5 pm-thick film

* Flame ionization detector (FID)



File Types

Data file (.gcd)

This file contains all analysis results and acquisition information from the following files.

Method file (.gcm) Batch file (.gcb) Report format file (.Isr)
Acquisition conditions, This file is used for This file is used to print
analysis conditions, continuous data acquisition data acquisition results.
calibration curve information, of sequential samples.

and etc.



-Checks Before Operation-
ata Acquisition | low

STEP @

Set Up the
Conditions

Set up the data acquisition
conditions to suit the
component to be measured.

Before starting data acquisition, set up the data
acquisition conditions on LabSolutions.

For the data analysis operations described in this
manual, set as follows:

Column oven
temperature

Injection unit
temperature

Carrier gas

Sample injection
method

Split ratio

Detector
temperature

Sample

50 °C (3 min retention)
— 150 °C (2 min retention)
(temperature rise speed 10 °C/min)

250 °C

He, linear velocity 40 cm/sec,
linear velocity mode

Split method

1:25

250 °C

Alcohol mixed samples, 100, 500 and
1000 ppm standard samples, and 2
unknown samples

STEP @

Data

Acquisition .-

Iy

Reference

3 single run P.24

Perform data acquisition on other samples using
the data acquisition conditions that provided the
optimum separation state.

On LabSolutions, the operation of analysis samples
one at a time is called "single run".

To evaluate the data acquisition conditions, change
the data acquisition conditions, measure standard

samples and unknown samples, and check the
separation state of the target component.

When you have finished setting up the data
acquisition conditions,

start off by acquiring the data.



Setting up the data acquisition conditions and
optimizing the data processing parameters are
important for obtaining better data acquisition results.
This section describes the basic flow of data analysis.

STEP @ STEP @

“. Analvsis Realtime
y Batch

Process the acquired data, and Perform data acquisition on
apply the analysis conditions. sequential samples together.
Normally, multiple data is analyzed to determine Realtime batch is performed to measure sequential
peak integration conditions so that consistent results samples continuously when the data acquisition
(e.g. repeatability of retention time and peak area, conditions have been fixed by performing a single
detection limits of target components, and linearity) run.

can be acquired.

When the data analysis conditions have been fixed, 5 Realtime Batch P.32

quantitative calculation (i.e. investigation as to how Reference

much of the target component is contained in the

sample) is performed on the unknown sample based Eﬁ:ce 6 Multiple Data Analysis P.40
on the data analysis results of the acquired standard

sample.

To perform quantitation, a calibration curve must be
made from the known concentrations and peak area
values of the standard samples. This calibration
curve is used to calculate the concentration of the
unknown sample.

ﬂ%‘ 4 Data Analysis P.26

Reference



LabSolutions Main Window

[Instruments]
The analytical instruments connected to the PC are displayed as icons.

Double-click . to start the [Realtime Analysis] program where data

acquisition settings are set and data is acquired.

i LabScutions Main (System Administrator) = ||-= @
File Viflv Process Window Help

@ ?
——
e x

Instrument 1

[Postrun]

Displays the icons for the [Postrun Analysis] program
(data analysis), and the [Browser] program
(chromatogram display and quantitative calculation of
results).

It L= rics:

l

PEstrur l

[Administration]

Displays the icons of the system administration
programs for setting security policies, user
administration and the log browser.

[Manual]

Displays the icons for the various PDF manuals and
Help menu provided with LabSolutions.

B LabSolutions Main Programs and Main Windows

[Realtime Analysis] [Postrun Analysis] [Browser]
program program program

\ 4 \ 4 \ 4

ealtime Batc|

Data Analysis

ata Acquisitio

window
or realtime batc
processing

window
analyzing da

window
acquiring da




B LabSolutions Windows

The following example describes the
[Realtime Analysis] program window.

| s EEE

[EE) (e
Bl |Ic3

1| B |[Fermns e

tned 6117

3 0w .

Title Bar

TUrmel

quisiticn - Tuto

This bar displays the names of the current program, window, loaded file, and other information.

! gcm, =

Menu Bar

H‘Eile Edit View Method Instrument Acquisition Data Teols Window Help

This bar displays the current window and menus that are available based on the operating rights of the current user.

Toolbar

O
e H e ?

R
&
®
loJ

o ¥
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© 6 JECRCRC

This bar displays icons of frequently used menu items and icons for operating analytical instruments.

Y

Assistant Bar

This bar displays
icons for frequently
used data acquisition
operations.

==l
[ wan |
B

Instrument
Parameters

System On

®

Start
Single Run

Snapshot

g

Data Explore

This sub-window
displays the names
of files in the selected
folder.

x|
Folder:
... \LabSolutions\Sample\cC  +

Mo
6/17)

Filename

Ex| Tutorial_Method

4 n (3

Comment:

Window

on the assistant bar.

GCReady

In the [Postrun Analysis] program, [Data Analysis],
[Calibration Curve], [Report Format] and other windows are
displayed. Switch the windows by clicking the icons on the

assistant bar. Instrument Monitor (right side of the window)
check the acquisition conditions and connections.

In the [Realtime Analysis] program, [Data Acquisition],
[Realtime Batch] and other windows are displayed as icons

Cine 1

S ample Name
S ample D

Data Comment :

[
GC Runting Time: 555 /15,00 rrin DET1: 1639

n

Wax Intensity : 625,735

arl

Vial#

NJT

NJT

Total

Furge

©0n ®

Frimar|

fm a0y

Tine 0078 Tnten. | -2.977.92] %

00 75 S0 75

100 125 150 11s mn

Colum|

DETT

B Instrument Parameters View

ffl soc-20 [fo] ec

(Eblomal] [ Advanced ] [ End Time : 15.00 min

7 T Downioad

Injection Volume: Lo

= of Rinses with Presalvent: []

= of Rinses with Solvent(Post): 1

# of Rinses with Sample: 2

Plunger Speed(Suction): © Middle

Viscosity Comp. Time: sec

Plunger Speed(Injection): ) High

Syringe Insertion Speed: @Hgh  © Low

W {10.0ul syringe) &

©mMidde ©

©Low

) Low

Injection Mode: Normal

Advanced, . -

ik Data Acquisi.

Detall...

Output Window

This window displays an operation history and error messages that occur.

x| —

Sub M

-

4 Start the baseline check.

DET1 ASTM noise 0.00-15.00min(Crteria 50.00uV), drft 0.00-15.00min(Criteria 5000.00uV/h)

Failed the baseline check

Pass ASTM noise - 18.36uV, drift : -0.32u\/h

[« [» [\ Message /

n

2




B How to Open Windows

Set the Data Acquisition Parameters and Execute a Single Run:

Open the [Data Acquisition] window from the main window.

Reference

Iy

Reference

V[Realtime Analysis] program

= 2 Set the Instrument Parameters

P.18
3 Single Run P.24

itizlglF=1l

AMain Window

Data
Acquisition

GCReady
Gine 1 Rom| Val Un[ Gt
Semple Name: VaE | 0
Sample 1D
Data Comment T [0]C
63 N[00 kP
[GE Runring Time: 478 7 16,00 min DET1: -31160¢ HZL gg zb 1T
e Wax Intensty : 625,735 Pimar| 0 [kPa
DETT(T00) Tire 16117 Titen T.000]
Colam[[00] C
00 75 ) 3 100 s €0 178 min [DETT[00[C

B Instrument Parameters View

[ 20c2 |gac]

(E-Namal) (Advanced) [ End Time - 15.00 min

12 & Dowrioad

Inction Volume: 10 o (0w syrnge) a
# of Rinses with Presolvent: 0
£ of Rinses with Solvent(Post): 1
2 of Rinses with Sample: 2
snapshat Plunger Speed(Suction): @Hgh @Mdde ©low
Viscosity Comp. Time 07 s
EIEE’ Plunger Speed(Injection): @High @Midde © low
Deta ncyss Syringe Inertion Speed ®rgh  Oton
Injection Mode: Normal Set...
Advanced. -

"l Data Acquisi |

Detail.

C: 116GB Free NUM

Continuous Data Acquisition of Sequential Samples:
Open the [Realtime Batch] window from the main window.

=

fitanial

AMain Window

10

GCReady

7871500 min DETT: 134/

£k File Edit View Instrument Batch Tools Window Help
3| <k LR ([O=EaE 2

5 Realtime Batch P.32

Reference

V[Realtime Batch] window

=5 (EOH
==l
cloroil=)

9der G )

Analysis | Sample Type Method File Data File Lovelt | Summary Type | Summary Report Format File
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anca oral_Vethod gem oia_StaD08go ummay End

0 knoun onsl_Hethod gem | Tutorsl_Unk001 go umay st Tier

1 known orl_Method gom | Tudorel_Urk002 o unmary End

« = v

: RealimeB.. |
G 11668 Free NUM




Data Analysis and Quantitative Calculations:
Open the [Data Analysis] window from the main window.

Refere

V[Postrun Analysis] program

AMain Window

HlEile Edit View Method Layout Tools Window Help.

E1= PN e Y o = [ T — Y
-l 2l x|

4 Data Analysis P.26

nce

AR

liain Folder 0@ | | & Chomatogram View

Data Analysis m - W

Max intensity : 21,952,921
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— i g
Bres s E3 % E5 e T

o000
o] 2
4 g

=]
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B < Resulls View - Peak Table
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Multiple Data Analysis and Quantitative Calculations:
Open the [Quant Browser] window from the main window.

> 6 Multiple Data Analysis P.40

Reference

V[Browser] program

AMain Window

V¥ [Quant Browser] window

Sl E6t View Method Brocess Dots Liyout Toos Window Help (RG]
&0 [Er D=k @ )3 3vid|m @
g (== T | [0 v ReateVon oz 1 i]1] Pl [ Moz Vion- Conpmrd Tae [ECERD
e B e e o e [t ez oo [ [t [oomn 1]

Flename e
@ TutorielBotch 71

o Con e
X Gromsoon |13 s o cobtine 4 s
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©esocor e tansy 210277 2= 03EEAS 1 - 05080158
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2]
o]
)
0]
o
o]
220} i
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Start Up

..............................................................................................

This chapter describes how to start up LabSolutions.

Rﬂ%: Refer to "GC Data Acquisition" in Operators Guide for details on the "Data Acquisition"
eference
window.

Supply gas to the GC.

Open the main valve of the carrier gas and other gases to supply gas to the GC.

Turn the PC and printer on.

2 Turn the GC and peripheral devices on.

Verify that the [LabSolutions Service] icon in the systray on the taskbar is green after
the PC starts up.

)

Recycle Bin

Lab5Solutions

] [

If the icon is yellow, this means that LabSolutions is in the process of starting up.

Wait a while.

If the icon is red, this means that an error has occurred. Restart the PC.

12



1 Start Up

4 Double-click %ﬂ on the desktop.

The [Login] sub-window opens.

L

Recycle Bin

5 Log in.

Legin
|
LabSolutions I,
il
L= - ® Enter "Admin".
Password: | Change Password >> |
— e TR I
ll é I Cancel || Help ‘

6 Open the [Realtime Analysis] program.

J.ii LabSolutions Main (System Administrator) El@

File View Process Window Help

@& ?

Double \
Click !
~

Continued on the following page ||l.

13



Open the [Data Acquisition] window.

'Q.i',,. Click here if the [Main] assistant bar is not
displayed.

@ ain GCNot Ready

Line 1 ltem | Val | Jﬂtl Cird
Sample Mame : e —

Sample D :
Diata Camment :

GC Running Time: 1.02 / 60.00 min DETT: -3252u

Homal. ]| Advanced End Tirne : 60.00 rin Daowinload

In a normal state, [Not Ready] or [Ready] is displayed

M’ for the status.

Sample Mame ; Follow the recommendations below if
Sample (D : [Not Connected] is displayed.
Data Comment : + Ensure that the power is ON.

» Ensure that instruments are connected correctly.

GLC Running Tirme: 1.08 /4 B0.00 rin DETT: -2710u
» Ensure that the system configuration settings are

...... TOETTr100 correct.

o 5" b 46 for details.

B Instrument Parameters Wiew Hormal T

14



9 Start the GC.

GCNot Ready GC ot Read
Line1 ltem | Va | J'1'.| Cid
Sample Name : e

Sample 1D
Diata Comment :

2/ B0.00 min DETT: 277 D

B Instrunert Parameters Yiew Mommal.J [ Advanced End Tirne : 60.00 rnin Diovriload

Realtime Analysis

. . [2334] Download the Instrument Parameters 7 This message sometimes
(OK:Download and System On, Cancel:System On only) . . .
: : . is not displayed.

Cancel Help

ol
GC|Ready @ Make sure that [Ready] is displayed
- O — | for the status after the GC temperature
Sample Mame : and other preset values are reached.
Sample 1D :

15



LabSqutions\

"l want to connect to the system."
"l want to change the system configuration."

[ ] [ ]
000
In such cases

. Re-Set the System Configuration.

Open the [System Configuration] sub-window.

- Click here if the [Main] assistant bar is not
Hint  displayed.

. Iain GCNot Ready GC ot Read

Line1
&
B |
System
Configuration '

ltem | Va | J'1'|
Sample Mame : e

5-

‘;E EO0.00 min DET1: -329200

System i e T F..f:'i'i' 3 500
Configuration :‘

B Instrument Parameters Yiew

il soc-2o

Momal. | &dvanced End Time : 60.00 min Dioweriload

The [System Configuration] sub-window opens.

16



1 Start Up

2 Set up communications.

l = @ Instrument (Communication Settings)

e

Double\ : J e
Click ! \ Analytical Linel
=~ -

=== The [Instrument] sub-window opens.

§ij o=

Q: Add
b A

Select [RS-232C] and [COM Port].
Select the GC to use. Click CSettings... [ 1
‘; a
; "v*"jg Model l_[ ymmunication Settings 6-5! r o i

6—
h'
Click here to display each instrument

currently connected to the GC at
[Modules Used for Analysis] in the
[System Configuration] sub-window.

3 Check that the system configuration is correct.

AT AOC-20i

Double-click the unit,
g and set the properties
€ Column ’
e ] DETL of each unit.

A Additional Heater
-5 Additional Flow

-

Click here to send the settings to the GC.

17



Chapter :
" Set the Instrument Parameters

The data acquisition method (instrument parameters) are saved to the method file after
they have been set in [Instrument Parameters View] in the [Data Acquisition] window.
This chapter explains how to set the instrument parameters.

Open the [Data Acquisition] window.

Set the items on the [GC] tab.

GCReady

== GC Running Time: 463 4 B0.00 min DETT: -2875u

= -'-n el I i I e i
=] Instru'e‘arameters Wiew l [ Marmal ] l\dvanced End Tirme : 60,00 min Download
i lT@ GC—[

Temperature — 5 c -
(3 20 _ ¢ e L : 250.0 °C
GO |20 e Column Oven : 50.0°C

DET1 = |: 250.0 C | Detector Advanced... I Rate | DET1 - 250.0 °C

Flow -
6 Carrier Gas Type: Click here to set the control mode.
— mectontode:  [spit ] .l control mode : Linear Velocity
| Sampling Time: 1.00 min .
Linear Velodty : 40.0 cmfsec
Total Flow: 554 mL/min
Column Flow: 2.40 mLfmin
Split Ratio: 25.0

Linear Velocity : 40.0 cm/sec
Split Ratio :25.0

Reference R€fer to P.6 for details on data acquisition conditions.

Rle,eérence Refer to "Set the Instrument Parameters" of the "GC Data Acquisition" chapter in Operators Guide for details
on instrument parameters.

18



2 Set the Instrument Parameters

Edit the Time Table for the column temperature program.

B Instrument Parameters Yiew Homal T e End Time : 15.00 rmin

Dowinload
il aoc-2
250.0 . ) B 9 — Click here to display
5. - Y the column temperature
1 o~ 2 Rate program as a graph.
D -
1] 10,00
o 2| 0.0
er Gas Type He =T <
- —
T Rate Temperature Hold time
- 0 - 50.0 3.00
- 1| 10.00 150.0 2.00

Set the injection volume.

B Instrument Parameters Yiew

U=

9 Injection Volume: 1.0 ul  (10.0 uL syringe) ]

Momal. | Advanced End Time : 15.00 min Download

Injection Volume : 1.0 pL

Continued on the following page “l»
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Save the data acquisition conditions.

| Sample 1D :
b Data Comment :

GC Funning Time: 1.97 / 15.00 min DET1: -2870u

The folder initially displayed here is the
default folder.

To change the default folder,

Eﬁ’m "Default Folder and Change the
Default Folder" P.23

|l GC v >

Enter "Tutorial_Method".

l Tutorial_Method

D ata Commet :

GLC Running Time: 1.97 / 15.00 min DET1: 28700

o - \ ==
ol
GCReady ‘ < Read
Line 1 kem ﬂﬂ Cid
- Sarnple Marne : 2= 0
il Click here to download the

data acquisition conditions
to the instrument.

B Instrument Parameters Yiew T

il aoc-20

Advanced

o |l ==
: End Time : 15.00 mi el'_ = B
f Ime : B min @l

20




2 Set the Instrument Parameters

LabSqutions\

Baseline Check

By the baseline check, you can check whether or not noise and drift values on the
baseline are within the preset time and at the threshold or below.
Baseline check parameters are saved in the method file. ®

Set [Baseline Check Parameters].

-

l Start End Threshold ’9
quisitio System su ty settings ENoise: 0.0 15.0 mir 50 uy N
- Sample Name : - y
) Sample ID lﬂ Drift: 0.0 15.0 min 5000 uv 9
r % Data Comment :
cC aximum Time 15,0 Failure Action Skip -
GC Runring Time: 5.02 / 15.00 min DETT: -3315u c’_

Set both [Noise] and [Drift] to , and enter
[Start], [End] and [Threshold].

;?»_ In the [Baseline Check] sub-window, the noise calculation method can be changed, and the maximum delay
"™ time when the result of the baseline check is [Fail] within the preset time. IS Help for details.

Perform the baseline check.

GdReady =1 ‘GCITesting baseline stability

Sample Name : - Sample Mame : |
- r - .

After measurement ends, the check results are displayed in [Baseline Check Results] sub-window and

[Output Window].

[Output Window]

il Message Sub Message |;
Start the baseline check. DET1 ASTM noise 0.00-15.00min(Criteria 50.00uV), drift 0.00-15.00min({Criteria 5000.00uV/h) |=
Failed the baseline check. Pass ASTM noise : 18.36uV, drift : -0.32uV/h |3

{4 [ » [\ Message / <1 i ,

Baseline Check Results
Realtime Analysis @

@R [270f] Passed the baseline check.

Failed ASTM noise : 18.36uV. drift : -0.32uV/h

e

21



LabSqutions\

Slope Test

By performing the Slope Test, the peak detection sensitivity (Slope value) of peak
integration parameters can be automatically set from the status of the noise and
drift appearing on the chromatogram before data acquisition.

The slope value obtained by the slope test is effective when performing

® isothermal analysis. This section describes the Slope Test. ®
;p"; » Slope values refer to the numerical values for determining the peak start and end points.
Hint To be more precise, the peak start point is judged when a ascent slope exceeds the preset

value, and, alternatively, the peak end point is judged when a descent slope falls below the

preset value.

» Optimum Slope values can be obtained from the data by the Slope Test.

This menu is displayed by right-clicking
on [Chromatogram View].

= - The measurement result is
iiiiii-‘0 l - displayed when the test ends.
______ l (DET1) Slope Test
"Siope Test DETL =

—_1————————

» Test Time[sec] : 30.0 23 %
Advanced End Time :1 EEE—

B Instrurnent Paramne

il acc-20

Setting Slope DET1 =

Slope : Ch1

To apply the measurement

result to the peak integration .‘ =
parameters, click here. ) =

;?r_ To make preset values clearer, set a value rounded up to the
it nearest integer larger than the displayed slope value.

For example, set "200" for "195.218".

22



2 Set the Instrument Parameters

LabSqutions\

Default Folder and
Change the Default Folder

x|
Folder » Select Folder @ GC Read
\Sample\GC Lookin:  C:\LabSolutions\Sample\GC ftem | Va | ‘I""l G
Filename -

g‘-;. Computer *| | New Folder... it 3 —
6/ & Local Disk (C1) 0000 . —
This folder is the default -4 LabSolutions s T
folder ()} Common °
. &y Data
- Manual :‘
..}y MSLibrary [
) =
nd Time ;150
-l System
-y Template
. S - [T]

Set this sub-window when changing
0.2 the folder or creating a new folder.

4 m 2

Comment:

23



Chapter

Single Run

.................................................................................................

This chapter describes the operation of measuring a standard sample once only (single

run) using a saved method file "Tutorial_Method.gcm".
First, perform single run using a standard sample.

Open the [Data Acquisition] window.

Open the [Single Run] sub-window.

ain GCReady
Acquisiion Line 1
Sample Mame :

Sample D
Diata Comment :

GC Running Time: 4 78/ 15.00 min DETT: -311 50y

£l ““f'gzz- L N ey

it

© |

Start
Single Run

Mamal.J| &dvanced End Time : 15.00 min Dowerloadt

The [Single Run] sub-window opens.

24




3 Single Run

Set the conditions for a single run.

In this example, set the conditions for pouring 100 ppm of alcohol mixed sample into
vial No. 1 on the auto-sampler, and injecting that sample.

Data File: Create into; | C+LabSalutions'Sample\GC
Test - . : — Enter "Test".
[ Auto-Increment: 1,2 .. v |
|
Sampler
vial=: 1
[ without sample Barcode: C Vial# : 1
Syringe Volume: 10 uL
(P —
Advanced)@ Cance Help
L Click here to start the acquisition.
N The status changes
= &un Data acquisition automatically ends to Ready when data
when the [Stop Time] (15.00 min) set in acquisition ends.

the method file is exceeded.

= p —.—

= |, .7
O GCRunning l » sin GCReady
GC Running Time: 15,73/ 15.00 min DETT: <140

GC Running Time: 4.20 /1500 min DET1: 16796636

“Yum Click here to cancel data
acquisition midway.

25



Chapter

Data Analysis

parameters.

.................................................................................................

After single run ends, check the data to see if the peaks have been detected correctly.
This chapter describes how to change the peak integration conditions of the data
file "Test.gcd" obtained by performing single run to optimize the peak integration

Open the [Postrun Analysis] program.

Double \\
Click !
~

Open the [Data Analysis] window.

kA Click here if the [Main] assistant bar is not
displayed.

B Chiomatogram Yiew

The [Data Analysis] window opens.

| B <> Results View - Peak Table | B ¢ Method View - Peak Integration Pz

26




4 Data Analysis

Display "Test.gcd".

=)
x
Folder: Q B Chiomatogram Yiew
Data Analysis [...\,LabSquﬁons\Sample'lﬁC V] - - oS ax Intensity _Z
Filename Mo j ‘ :‘
LLQ 514 o T Tacual T T T T Tl Tl T
= . U.uuuuu (RN u.uuuou (RN v.uutuu UullLs

Double \\ E - -

Click ! 751

= ]

e L T g [ i [ o o [ BT g [ :‘
: B <* Results View - Peak Table B ¢» Method View - Peak Integration Pz
Peak## Ret. Time Area Height S
4 ]
FID1({Ch1) A
21,952,921

Click @ on the [Data Explorer] sub-window, and
double-click "Test".

Rle,e%,ence Refer to "Data Analysis" chapter in Operators Guide for details on the "Data Analysis" window.

Continued on the following page “l.

27



Enter the peak integration parameters.

e e | abSolutions\Sample\GC ~ ~ Sl A T ax Intensit

:::1 == ‘ ‘ ‘L | ‘ = Click P Edi to edit each

i ‘_ e _ . parameter value.
000-[FD ¢ Click &¥iew to perform
processing on the data, and the
Y 4 processing results are displayed
s000] 7 in [Chromatogram View] and
1 [Results View - Peak Table].

gﬂ [$] MethodView-Peak\ntague S&Vél@ Edito
‘\ntegration'_—.---‘;g-;- Quartitative | Compound

Heigl, '
21 :—91 Width: 3 seC
= G Slope: '1 000 uV/min ]

el S Width : 3 sec
Slope : 1000 uV/min

T [ NFID1-Ch1 f ‘

A1/

;9: Width values refer to the minimum half-width value (height 1/2 width) of the peak to detect.

" Noise peaks are removed by optimizing the Width value.

Determine the start and end points of the peak by the Slope value.

The positions where the absolute values of the baseline slope become these values are the start and end
points of the peak.

@ Refer to "Peak Integration Parameters" of the "Data Analysis" chapter in Operators Guide for
Reference . q
details on the Peak Integration Parameters.
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4 Data Analysis

Enter the quantitative parameters.

ﬂ 'Qﬁ'n. Click n to enlarge the

k 5 window.

- E B @
'n ’ Method View - Quantitative Parame &3 View

intsgration [ Identification | Quantiative | Compound [[+.[*

Heigh )
Quanttative Method:
HE - (3

Calculsied by: @Aes O Height
Calibration Curve

Hof Caib. Levels: 1 & [ Sample inform:

Curvg

o | LD NFDI-Cn1 /] ZOOM\ 1 -

UP

4 U W
& Method View - Quantigeye Parameters &g \.fie;.\l [# Edit I
Tntegration | Identificatio ‘QUﬂntltﬁthE Compound I Group I Ferformance I Custom I QC Check I Retention Index|
Quantitative Method: ]
Quantitative Method : External Standard
[External Standard v]]
I (L runmaL ul suncengauun
eﬁaln lated hv: i@ Area ™) Heinht @® Decimal Digits Significant
Calibration Curve Digits
| # of Calib. Levels: 3 %
Curve Fit Type: [Linear v] Grouping Type:
[Not Used -
Zero: [Not Farced ~|
o # of Calib. Levels : 3
- - %
l ¥ Axis of Calib. Curve:@ Conc. () Area/Height @@= X Axis of Calib. Curve : Conc.
\ ’l J

:;Q’: » The [External Standard] method involves calculating concentrations
Hint from the peak area (height) of unknown samples using a calibration
curve made based on a standard sample.
» At [# of Calib. Levels], set the number of concentration points for the
standard sample required for creating the calibration curve.
* When creating calibration curves with the least squares method, set
[X Axis of Calib. Curve] to [Conc.].

Continued on the following page “l.
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Fill in the Compound Table.

g N I T N

B < Results View - Peak Table B O Method View - Compound Table 44 View

Integration | Identfication | Guanttative | Compound [«

[« [rI\FD1-Cn1 f «

£
a V Y
— I
& < Method View - Compound T ak lSJView._'_J
tearation | Identification | Quantitativs| Compound ]irouu | Performance: | Custem | GG Check | Retention Index|
D& Mame Type Ret. Time Conc. (1) Conc._(2) Conc.(3)
1 1-Propylalcohol Target 5754 100.000 500.000 1000.000
2 lzobutylalcohal Target E.674 100.000 500.000 1000.000
3 lzoamylalcohal Target 8705 100.000 500.000 1000.000
| ™ S T === i _____ -==== l _____ T-==== l - -=m= |
Click &dView to
Name Type Ret. Time | Conc.(1) | Conc.(2) | Conc.(3) change the cell
1-Propylalcohol Target | 5.754 | 100.000 | 500.000 |1000.000 background color to
yellow to fix the newly
Isobutylalcohol Target 6.674 100.000 | 500.000 | 1000.000 edited parameters.
Isoamylalcohol Target 8.705 100.000 | 500.000 [1000.000
e “ g

;?: » The result obtained by performing data acquisition is used for [Ret. Time].

Hint .+ Selecting the [Ret. Time] cell, and clicking the peak in [Chromatogram View] automatically
enters the retention time of that peak to the currently selected [Ret. Time] cell.
The retention time can be set by simply clicking the mouse.

Reference REfEr to "Compound Table Retention Times Using the Mouse" of the "Data Analysis" chapter in Operators
Guide for details on setting retention times.
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4 Data Analysis

Save the processing results to a data file.

Click here to save the processing results
to "test.gcd".

5 i 40 III 6.0 70 III ZII 2
‘ Click here to open the [Save Method As] Click here to save the new

sub-window. data processing parameters
to "Tutorial_Method.gcm".

¥ - -

a3 e Q@ICurrentSetﬁng Acquisition Settings
== 504

- l T pe lze [¥]Data Processing Parameters

. - Peak Integration Parameters
- Identification Parameters

- Quantitative Parameters
- Compound Table
- Calibration Curve

- Column Performance Parameters

- Custom Parameters

- Multi Chromatogram Table

- Purity Parameters

- Spectrum Parameters

9 - Library Search Parameters
 — -

L@Tutorial_Me’chod
) S

Select "Tutorial_Method".

4
‘I

o

=

w
S

= - ance Set to

A/

_9: To use saved data processing parameters for other data, perform either of the following operations to save the
Mt new data processing parameters to the method file (in this example, "Tutorial_Method.gcm").
» Click [Save Data and Method File] on the [File] menu.

==
58 (Apply to Method) on the [Data Analysis] assistant bar (operation in step 8 above).

,
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Chapter |
P Realtime Batch

.................................................................................................

To perform data acquisition continuously on multiple samples (realtime batch), a Batch
Table must first be created. Batch Tables can be easily created by using the table easy
setting feature of LabSolutions.

5 1 Create a Batch Table

oooGD In the following example, create a Batch Table with standard samples set to 1st to 9th
rows, and unknown samples set to the 10th and 11th rows.

Open the [Realtime Analysis] program.

-

‘? oot
-

S
Ih=trumentl

Instrument "

Open the [Realtime Batch] window.

'9,.;,,, Click here if the [Main] assistant bar is not
displayed.

3

il | Advance: d Encl Time : 15.00 min Dowriload

The [Realtime Batch] window opens.
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5 Realtime Batch

Edit the Batch Table.

Set [Standard] to [+].

Vial# 1t03
Injection Volume : 1 pL
Repetitions 03

Select [New]. Data File : Tutorial_Std

ethod File: T _Me =
e'standard Vial#: 1 -3 ﬂ Tray: 1 ﬂ Repetitions: 3 ﬂ
l Injection Volume: 1 Data File:  Tutorial_Std
' |
elunknown Vial#: 4 ﬂ -5 ﬂ Tray: 1 ﬂ Repetitions: 1 [
l Injection Volume: 1 Data File; | Tutorial_Unk
= 6' oK I Cance
L Table Wi _'
Set [Unknown] to [¥]. Click here to create a
Vial# 4105 Batch Table made up
Injection Volume : 1 pL of 11 rows.
Data File Tutorial_Unk
A ealtime B - ed (G BT
o
olutions'\Data"\Project 1
Vial# | Sample Name | Sample ID | Sample Type Method File Data File Level# | Report Output
— 1 1 1:Standard:([) Tutorial_Method.gem Tutorial_Std001.ged 1 ]
L 2 1 1:Standard Tutorial_Method.gcm Tutorial_Std002 ged 1 ]
- 3 1 1:5Standard Tutorial_Method gem Tutorial_Std003.ged 1
| 4 2 1:Standard Tutorizl_Method.gem Tutorial_Std004.ged 2 ]
r Y 5 2 1:Standard Tutorial_Method .gcm Tutorial_Std005.ged 2 [
5 2 1:Standard Tutorizl_Method.gem Tutorial_Std006.ged 2 ]
7 3 1:5tandard Tutorizl_Method.gem Tutorial_5td007.ged 3 ]
3 1:5Standard Tutorial_Method .gcm Tutorial_Std008.ged 3
3 1:Standard Tutorial_Method.gem Tutorial_Std009.ged 3 ]
0 4 0:Unknown Tutorizl_Method.gem Tutorial_Unk001.gcd 0 [
il 5 0:Unknown Tutorial Method.ocm Tutorial Unk002.acd 0 &l

A1/

;9; » In Batch Tables, you can set the sample information of each sample and output of reports.

Hint

E'g Refer to "Edit Batch Tables" of the "Realtime Batch" chapter, "Edit Batch Tables" of the
" wCalibration Curves” chapter in Operators Guide for details on the editing batch tables.

* When performing cleanup, enter "-1" in [Vial#] if the autosampler is used.

Continued on the following page IIl»
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Copy a cell.

Leveli#| Report Outp

Sample ID | Sample Tvpe |

: h' [I I;iIIDawﬂ ?

Level#| Report Outp

Sample ID Sample Type

Alcohol Modure
2 1 | Alcohdl Midure
3 1 Alcohal Midure
4 2 Alcohol Midure

2 Alcohol Modure

2 Alcohol Midure

3 Alcohal Midure

Alcohol Midure

Alcohol Modure

| Level#| Report Outr

ar ell | |
3 —
SERCEE ) 7
=ID: UnknownD1 I
Vial# | Sample Name | Sample 1D Sample Type Method File Data File Level#| Report Outp

-': 2 o B Unknown(1 I
5 Unknown02 utorial_Me
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5 Realtime Batch

Directly enter remaining items to the Batch Table to

create the Batch Table shown below.

Folder: C:\LabSolutions*. SampletGC
Analysis | Vial# | Sample Name Samgle ID Sample Type Method File Data File Level#| Report Outp
1 1 Alcohol Midure | Standard 100ppm 1:5tandand:(l) Tutorial_Method.gem Tutorial_Std001.gcd 1 7]
2 1 Alcohol Mbdure | Standard 100ppm 1:5tandard Tutorial_Method gem Tutorial_S5td002 gcd 1 7]
3 1 Alcohol Mbdure | Standard 100ppm 1:5tandand Tutorial_Method gem Tutorial_5td003 gcd 1 7]
4 2 Alcohal Miture | Standard 500ppm 1:5tandard Tutorial_Method gcm Tutorial_Std004 gcd 2z [
5 2 Alcohol Midure | Standard 500ppm 1:5tandand Tutorial_Method.gem Tutorial_Std005.gcd pd 7]
B 2 Alcohol Mbdure | Standard 500ppm 1:5tandand Tutorial_Method gem Tutorial_Std006 gcd 2 7]
7 3 Alcohol Mbdure | Standard 1000ppm | 1:Standand Tutorial_Method gem Tutorial_S5td007 gcd 3 7]
3 Alcohol Miture | Standard 1000ppm | 1:Standard Tutorial_Method gcm Tutorial_Std008 gcd 3 =1
3 Alcohol Midure | Standard 1000ppm | 1:5tandand Tutorial_Method.gem Tutorial_Std009.gcd ] 7]
0 4 Liquor Unknown(1 0:Unknown Tutorial_Method gem Tutorial_Unk001 gcd 1] 7]
11 5 Whiskey Unknown02 0:Unknown Tutorial_Method gem Tutorial_Unk002 gcd 1] 7]
Save the batch file.
e 3]
Ty Enter "Tutorial_Batch".
T File name l Tutorial_Batch - l Save ?
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2 Realtime Batch Processing

YYY ) Execute realtime batch using the Batch Table you created.

Place the samples in the autosampler.

Vial 1 (level 1) Alcohol mixed sample 100 ppm solution (standard solution)
Vial 2 (level 2) Alcohol mixed sample 500 ppm solution (standard solution)
Vial 3 (level 3) Alcohol mixed sample 1000 ppm solution (standard solution)
Vial 4 Liquor (unknown sample)

Vial 5 Whiskey (unknown sample)

Start realtime batch processing.

Level# | Summary Type | Summary Report Format File

Click here to open the [Realtime Batch] and [Data
O Acquisition] windows simultaneously, and starts
data acquisition from the 1st row of the Batch Table.

Sample Type Method File Data File Levelff | Summary Typs

GCRunning

Sample Mams - Alcohal Misturs
Sample [0 - Standard 100ppm
Data Comment

GC Running Time: 4.43 /15,00 min DETT: 167 2u%

Click here to cancel data acquisition midway. j

To edit the content of the Batch Table during

realtime batch, click m to pause realtime batch.
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5 Realtime Batch

LabSqutions\

Print a Summary Report

Add items to display in the Batch Table.

Click here to add [Summary Type] and
[Summary Report Format File] to the
items to display in the Batch Table.

- |
_Qﬁ_n. The order of display items in the
Batch Table can be changed by

clicking [Up] or [Down].

Set up the summary report.

9 - - Row Number : 1 to 3
oS- Ej |

pE—
Filz l

—

—

\ 4

\ H‘

Select "SummaryReport_4".

ll BB Summary Report Settings...

l SummaryReport_4

_g) After setting the summary report at Row Number: 1
Hint {5 3, set Row Number: 4 to 6, 7 to 9, and 10 and 11
in the same way.
Repeat step 9 onwards in the same order.

Continued on the following page ||l»

37



Check the output configuration of the summary report.

Leve! y Type Si v Report Format File
Summary Start SummaryReport_4 lsr

Summary Run
Summary End
Summary Start SummaryReport_4 lsr
Summary Run
Summary End
Summary Start SummaryReport_4 lsr
Summary Run
Summary End
Summary Start SummaryRepart_1lsr
Summary End

When you have finished the output configuration of the summary report, execute realtime batch to
print the summary report.

Rreference REfer to "5.2 Realtime Batch Processing” P.36 for details on executing realtime batch.

B [Printout Example]

Standard samples

==== Shimadzu LabSolutions Summary Report ====
<Summary Report>
Tutorial_Std001.gcd
0 2500 5000 7500 10000 12500 15000
0 - o I AT [T - [ . w
1F
=
[ =PTOPYIRISRBR) ytalcohol
10 F Isoamylalcohol
3 ]
5
Tutorial_Std002.gcd
0 2500 5000 7500 10000 12500 15000
0 P E P T B L L v
_
{ "r'””y‘“"‘}’éb%uma\cohol
10+ Isoamylalcohol
3 ] E
5
Tutorial_Std003.gcd
0 2500 5000 7500 10000 12500 15000
o - . - i L P B L. . w
L
L///
T=PTopylalcqigh tylaicohol
10 Isoamylalcohol
3
5
<< FID1 >>
ID#1 Compound Name: 1-Propylalcohol
Data File Name Sample Name Sample ID Ret. Time Area Heigh Conc.
| Tutorial Std001.gcd Alcohol Mixture Standard 100ppm 5743 25526 0934 00.000
| Tutorial Std002.gcd Alcohol Mixture Standard 100ppm 5.751 25804 0923 00.542
| Tutorial Std003.gcd Alcohol Mixture Standard 100ppm 5750 25768 0810 00.268
verage 5.748 25700 0889 00.270
%RSD 0.075 0.589 0.630 0.271
ID#2 Compound Name: Isobutylalcohol
| Data File Name Sample Name Sample ID Ret. Time Area Height Conc.
| Tutorial Std001.gcd Alcohol Mixture Standard 100ppm 6.664 31725 3122 00.000
| Tutorial Std002.gcd Alcohol Mixture Standard 100ppm 6.673 32067 3194 00.536
| Tutorial Std003.gcd Alcohol Mixture Standard 100ppm 6.671 32162 3252 00.555
verage 6.669 31985 3189 .364
%RSD 0.068 0.719 0.493 0.314
ID#3 Compound Name: Isoamylalcohol
Il a File Name ample Name Sample ID Ret. Time Area Height Conc.
| Tutorial Std001.gcd Alcohol Mixture Standard 100ppm 696 31972 4335 00.000
| Tutorial Std002.gcd Alcohol Mixture Standard 100ppm 704 32338 4359 00.568
| Tutorial Std003.gcd Alcohol Mixture Standard 100ppm 702 32270 4653 00.239
wverage 701 32193 444, 00.269
%RSD 0.048 0.604 1.228 0.284




Unknown samples

5 Realtime Batch

==== Shimadzu LabSolutions Summary Report

Sample Name
Sample ID

Data Filename
Method Filename
Batch Filename

: Liquor

: Unknown01

: Tutorial_Unk001.gcd
: Tutorial_Method.gcm
: Tutorial_Batch.gcb

Vial # 214 Sample Type - Unknown
Injection Volume :1uL
Date Acquired 1 4/9/2009 2:33:04 AM Acquired by : System Administrator
Date Processed  : 7/13/2010 2:24:41 PM Processed by . System Administrator
uv ] I s |2 1FID1] FID1
8 S Peak# | Ret. Time Area Height ID#
1 2= = 1 1.900 7737 5018
25000 % 3 E 2 3.299 10799 4830
1 z2 |8 3 3.426 41993 16732
1 g 4 4.080| 42735188 8790611
] < 5 5733 20659 8448 1
\ “ 6 6.802 45081 17880 2
o - S N L, 7 8.722 90812 36867 3
T — 1 T 1 T 8 12.596 2747 680
0 5 10 _ 9 13.766 14329 5873
min 10 14.336 3850 1453
Tota 42973196 8888393
FID1
ID# Name Conc. Unit
1| 1-Propylalcohol 85.137 | ppm
2 | Isobutylalcohol 143.676 | ppm
3 | Isoamylalcohol 277.442 | ppm
Sample Name - Whiskey
Sample ID - Unknown02
Data Filename : Tutorial_Unk002.gcd
Method Filename : Tutorial_Method.gcm
Batch Filename : Tutorial_Batch.gcb
Vial # 115 Sample Type - Unknown
Injection Volume :1uL
Date Acquired : 4/9/2009 2:54:45 AM Acquired by . System Administrator
Date Processed  : 7/13/2010 2:24:42 PM Processed by : System Administrator
uv 1 s 3 1FID1 EID1 i i
100000 3 3 Peak# | Ret. Time Area Height ID#
] s 8 = 1 1.908 16371 9651
S =
| S 3 E 2 2.632 1945 989
1 s 8 8 3 3.305 49735 22059
50000 g 4 3.438 5679 1993
1 o 5 4.118| 64884225 11137946
- 6 5742 43193 17713 1
0 | [ 1 l ’[ 7 6.798 126351 52765 2
T — 1 T 1 T 8 7.684 1424 666
0 5 10 . 9 8726] 263828 110858| 3
min 10 10.489 2765 1054
11 10.983 2300 893
12 12.223 2935 1336
13 12.585 47370 18734
14 12.869 2493 1116
15 13.773 1625 623
Tota 65452236 11378396
FID1
D# Name Conc. Unit
11 1-Propylalcohol 168.318 | ppm
2 | Isobutylalcohol 394.559| ppm
[ ID# | Name [ Conc. [ Unit |
[ 3]Isoamylalcohol [ 791.143[ppm ]
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Chapter

Multiple Data Analysis

The LabSolutions [Browser] program is handy for checking the quantitative calculation
results and chromatograms of multiple data.

In the [Quant Browser] window of the [Browser] program, you can check multiple data,
and change the data processing parameters of the currently displayed method file to
modify calibration curves and perform postrun batch on multiple data.

Reference REfer to "Quant Browser" chapter in Operators Guide for details on the "Quant Browser"
window.

Open the [Browser] program.

[

=~
Browser

B Quantitative Results Wiew D# B kethod View - Compound Table

| Data Filename Sample Type

ﬂ'; — ) ID# | Name | Type Chanri
Quant Browser o __'

Open the [Quant Browser] window.
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6 Multiple Data Analysis

Load the batch file.

m )
x x|
| B B Quantitative Results Wiew D# B Methad View - Compound Table
. | Data Filename Sample Type
o ID&H Name Type Chanr
lI @ Tuterial_Batch
Drag and drop this file to display the
quantitative results data.
B Chiomatogram Yiew B Calbration CurveS pectum Yiew

Continued on the following page III.
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Confirm quantitative results.

x
Folde A | [2 Guantiative ResulsView o= T Propyialcono 5 Method View - Compound Table View) @ Edit

7 Titoral_Sia001god StandardCale.Pal 7 53 -
o Filename 1od 2 Tutonal_5td002god Standard(Cale.Pol 7 57 Iz =
- - oral_S:3003 go Standard Calc Pl i h
1 4 Uoral_5:d004.go: tandard(Calc.Fo 2

tonal_5:4005.go: StandardCalc.Pol 2
Uoral_S:d006.ge: tandard Cale.Fol 2

7 tonal_5:4007 g StendardCalc.Po 3
Tutoria_Sid008.god Standard(Cale.Pe 3 57
Tutonal_51d005.ccd StandardCalo.Po 3 57

0 Tuterial_Unk001.god Unknawn 0 57

1 Tutorial_Unk002 ged Unknown| 0 57

3 Chiomalogram View B Caiation CurverSpectum View

e = 270 3028 - 2405.050
= 12 = 09998318 1 = 0.9999159




6 Multiple Data Analysis

LabSqutions\

Modify Calibration Curves

Confirm peak integration parameters.

Confirm the peak integration parameters when peak detection is inappropriate.

T | [ Quanttative Fesuls Vien B Methad View - Peak Integiation Paiameters Wiew] [ Edt

Level? Ret. Tin

Progiam

T

Click here to perform

postrun batch on all data.
O Calbration CurverS pectrum Yiew
A calib curve __ Spectrum
— ' = 2709025 - 2405.050
§ '9 | 12209398 1- 09899159
95 Methad View - Peak Intearation Parameters —) 0 View @:Edit o Area
250000+
l| Integration [] entification I Quartitative | Compound | Group I Performance | Custom I QC Check | Retermon ol Sy ~ I
~ ~ 200000+
Width: sec 1 o0
] h 100000+
Slope: 1000 uV/min
I.'\_'.n\.. ] 50000
Dirift: 0 uW/min | 1 %
Program y T I Cone
T DBL: 1000 min - e —
) . = — I ; 7 -
Min. Area/Height: 1000 counts h ise/Drift Calculation...
Calculated by: @ Arsa () Height

Make sure that these
values are appropriate.

Continued on the following page III»
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Confirm identification parameters.

Confirm the identification parameters and Compound Table when peaks are not identified correctly.

O Quantiative Resuls View D# O Method View - Identification Parameters Wiew| [@ Edit

Leveli Ret. Tir

Data Filename

Hitiiimin

—
] Met'@ew - |dentification Parameters e @] “
TAartFnatinn ~
Integrcltiml Identification l)uant'rtative Compound | Group | Performance | Custom | QC Check | Retention W=x |
Window,/Band: @ Window {® Band \ \
Window: 5 % ﬁ ‘ =~
\ | Calibration CurvesS pectrum Yiew
Default Bandwidth: 0.01 min L A caib curve
Make sure that these b oA M

Area

Identification Method: Absolute Rt - values are appropriate_
Peak Selection: All Peaks w7

Display not identified peaks as peaks with zero arealheight)

250000+
200000+
- 150000+

| Add the peaks with zero areatheight) to calibration level
100000+
Retention Time Update: s0000
@ MNone (©) Replace () Average

250 S0 750 Conc

| e | Esfuvant orowser

Confirm the Compound Table.

B Quantitative Resubs View  |pz B Method View - Compound Table View| @ Edit

Data Filename Levels Ret. Tim

niliiinim

& Method Yiew - Compound Table £ View

[# Edit

(1

Integration | Identfication |Quarrt'rtatiw| Compound larouu I F‘erforrre [ Custom [ QC Check [ Retention v¥ ~ -
D& Name lype Ret. Time ¥ Conc.(1) Conc.{2) Conc. N F B Calbration Curve/S pectium View
1 1-Propyfalcohol Target 5.754 | 100 500 1000 ~ I caivcune
2 Isobutylalcohol Target 6571 @ 100 500 1000 N O B
3 Isoamylalcohal Target 8.705 | 100 500 1000 s
4 Target 0.007 | 100 500 1000
250000
200000+
Make sure that these time 1so00c ]
settings are appropriate. 10000e ]
£0000+

| T - = — — %
- 1 25 =0 Ts 100 2% 250 =0 750 cone.




6 Multiple Data Analysis

Confirm calibration points.

Method View - Compound Table

iew | [# Edit

Confirm the calibration curve.

|

(2]

O Calibration Curved/Spect

1st row is set to

- ¥ = 2709025 - 2405 050
e = - "2 =10.3998318 1= 0.9999153
] | =
250000+
& Quartitative Results View  pz 1 ED 1-Propylaleshol 200000-]
Data Filename Height Conc. (ppm) | Std. Conc. Arca% Height% | B smple Type -
utorial_Std001 gox 4 103103 100 052 | | ndard(Calc Poi 150000
utorial_Std002 ge 104131 100 052 - ndard(Cale Pai
Lional_5id003.90 103.959 100 052 ) 5t o 100000
utorial_Std004 gex 56, 493976 500 269 | 5t i
Lonal_5td005.0c 56,54 452957 500 > - s - o]
utorial_Std006 ge 56.64 432 848 500 @
7 utorial_5td007 ge 118,06 1,004.735 1000 M k h h =]
Utorial_Std008 god 117871 1,003.07 1000 126 r o *ﬁn oy
utorial_Std009.ged 116,155 1,001.176 1000 126 ake sure t at t € B
0 orial k001 ged g.442 85.137 — .048 H 1 1
1 utorial_Unk002 ged 17.713 168318 — 066 Callbratlon pOInt On the

B tethod Yiev - Compound Table

Wiew | [# Edit




LabSqutions\

Export Quantitative Calculation Results

This section describes how to save quantitative calculation results as a text file.

B Guantitative Resuls View DE 1 1-Propviale | B Method Yiew - Compound Table Yiew | [# Edit
: B Heigh Conc -
: FEE Lt ID& Name | Type | Rel
l” Export Quantitative Results.., |] — _
Export G e Fe ASCH Conversio (|
Export to .
= ‘ Select [Output File], and
9&_! Copy to Clipboard @] enter "QuantitativeResult"
(@ Output File: QuantitativeResul = as the file name.

Items to Output

9(:) All Ttems o Select [Items Displayed on

l (@) Items Displayed on the Screen the Screen]
l IDs to Output

0@_; all IDs Select [All IDs].
| () Designate IDs:

B -

Click here to save the "QuantResult.txt"
file in the Sample folder.

Reference R€fEr to "Export the Quantitative Results" of the "Quant Browser" chapter in Operators Guide for details on
exporting quantitative results.
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6 Multiple Data Analysis

LabSqutions\

=Sl Print the Quantitative Results Table

To print a browser report, select [Print] at [Print Table] on the [File] menu.

-
B Guantitative Results View DE 1 1-Propviale | B Method View - Compound Table “iew | [# Edit
o | Data Flename Height ) [re—— Compound
;—E. A
? tori - 0 007 2 D& Name | Type | Rel
3 eviE
Tutorial_Std009.gcd
E = o 3
50000 & . 8 3 TFIDT
- B |s ©
4 ~
] w
100000
50000~ I “
| .
] ¥
o ! L ‘ <
T T
0.0 25 5.0 75 10.0 125
min
Tutorial_Unk001.ged
w 3 ] 1FID1
& N
4 < «©
30000~ ‘
o
© 8
20000~ bt &
] 8 Q
Q ¢ ~ ©
10000 _ s 2 0 o B
4 - 0 e} ' s
] L | ¢ *
o I S
T T
0.0 25 5.0 75 10.0 125
min
Tutorial_Unk002.ged
v E 9 1FID1
100000 3 l s
- | 38 a
g 5 8
50000 o J &
J w 0
3 o ]
@ e A ‘ &
8 a g o © | q
] & g 5 | 3 k ¢ & g 9 Select [Edit Format] from
o \ ~ =2 hed
0 SR (i I S I e q q
‘ : Hint - [Print Table] on the [File]
0.0 25 5.0 75 10.0 125 )
min menu to edit the report
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ID#1 Compound Name: 1-Propylalcohol format
Data File Name Sample Name Sample ID Ret. Time Area Height Conc. .
Tutorial_Std001.gcd Alcohol Mixture  Standard 100pp! 5.743 25526 10934 103.103
Tutorial_Std002.gcd Alcohol Mixture  Standard 100ppr| 5751 25804 10923 104.131
Tutorial_Std003.ged Alcohol Mixture  Standard 100ppi 5.750 25768 10810 103.999
Tutorial_Std004.ged Alcohol Mixture  Standard 500ppi 5.748 131414 56785 493.976
Tutorial_Std005.gcd Alcohol Mixture  Standard 500pp! 5.745 131138 56542 492.957
Tutorial_Std006.gcd Alcohol Mixture  Standard 500pp! 5749 131109 56645 492.848
Tutorial_Std007.gcd Alcohol Mixture  Standard 1000pp) 5744 269780 118063 1004.735
Tutorial_Std008.gcd Alcohol Mixture  Standard 1000pp| 5752 269331 117871 1003.076
Tutorial_Std009.ged Alcohol Mixture  Standard 1000pp)| 5.750 268816 116155 1001.176
Tutorial_Unk001.gcd Liquor Unknown01 5733 20659 8448 85.137
Tutorial_Unk002.gcd Whiskey Unknown02 5.742 43193 17713 168.318
Average 5746 122049 52808 459.405
%RSD 0.096 85.800 86.819 84.141
Maximum 5752 269780 118063 1004.735
Minimum 5733 20659 8448 85.137
Standard Deviation 0.006 104717 45847 386.550
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Chapter :
<. ShutDown

.................................................................................................

Last of all, this chapter describes how to exit LabSolutions.

Stop the GC.

item | Val | Unit| Cud

GCReady

== GC Running Time: 15.73 ¢ 15.00 min DET1: -14uy




7 ShutDown

Select [Exit] when the oven has cooled down.

x

V0 G ]

13
.00 min DETT: 190y

R R T T G s e Ty

=y

Momal. | &dvanced End Tirne : 15.00 min Dowhload

Exit Alt+F4

Click [Yes].

Realtime Analysis @

9 [030e] Save current Method File?

ChLabSelutions\Sample\ GO\ Tuterial_Method.gem

Yes No Cancel Help

A1/

:9: When there is a file that has not yet been saved, a window to
Mt confirm whether or not to save the file when exiting the [Realtime
Analysis] program opens.

Continued on the following page III.
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Exit LabSolutions.

If the [Postrun Analysis] program or [Browser] program is open, click [Exit] on the [File]
menu of each program to exit the respective program.

Exit

Shutdown Windows, and turn the PC and printer off.

Turn the GC and peripheral devices off.

Close the main valve of the carrier gas and other gases.
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